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SEQUENCE LISTING 



<110> Wei 1 1 , My] ene 
Fort ? Phi li ppe 
Raymond, Michel 
Pasteur, Nicole 

<120> NOVEL ACETYLCHOLINESTERASE GENE RESPONSIBLE FOR 
INSECTICIDE RESISTANCE AND APPLICATIONS THEREOF 

<130> 263365US0XPCT 

<140> 10/518,072 
<141> 2004-12- 16 

<150> PR 02/07622 
<151> 2002-06-20 

<150> FR 02/13799 
<151> 2002-11-05 

<160> 150 

<170> Patent! n version 2,1 

<210> 1 
<211> 524 
<212> PRT 

<213> Anopheles gambiae 
<400> 1 

Asp Pro Leu val val Asn Thr Asp Lys Gly Arg lie Arg Gly lie Thr 
1 5 10 15 

val Asp Ala Pro Ser Gly Lys Lys val Asp Val Trp Leu Gly lie Pro 
20 2 5 30 

Tyr Ala Gin Pro Pro val Gly Pro Leu Arg Phe Arg His Pro Arg Pro 
35 * 40 45 

Ala Glu Lys Trp Thr Gly Val Leu Asn Thr Thr Thr Pro Pro Asn Ser 
50 5 5 60 

Cys val Gin lie val Asp Thr val Phe Gly Asp Phe Pro Gly Ala Thr 
"65 70 75 80 

Met Trp Asn Pro Asn Thr Pro Leu Ser Glu Asp Cys Leu Tyr lie Asn 
85 90 95 

Val val Ala Pro Arg Pro Arg Pro Lys Asn Ala Ala val Met Leu Trp 
100 105 110 

lie Phe Gly Gly Glv Phe Tvr Ser Gly Thr Ala Thr Leu Asp val Tyr 
115 120 12 5 

Asp His Arg Ala Leu Ala ser Glu Glu Asn val He Val Val Ser Leu 
130 135 140 

Gin Tyr Area Val Ala Ser Leu Gly Phe Leu Phe Leu Gly Thr Pro Glu 
145 150 155 160 
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26336Sus-seq-list-0S2310 (2) .txt 
Ala Pro Gly Asn Ala Gly Leu Phe Asp Gin Asn Leu Ala Leu Arg Trp 
165 170 175 

Val Arg Asp Asn lie Bis Arg Phe Gly Gly Asp Pro Ser Arg Val Thr 
ISO 185 190 

Leu Phe Gly Glu Ser Ala Gly Ala val Ser Val Ser Leu His Leu Leu 
195 200 205 

Ser Ala Leu Ser Arg Aso Leu Phe Gin Arq Ala lie Leu Gin Ser Gly 
210 ' 215 220 

Ser Pro Thr Ala Pro Trp Ala Leu Val Ser Arq Glu Glu Ala Thr Leu 
225 230 235 240 

Arg Ala Leu Arg Leu Ala Glu Ala val Gly Cys Pro His Glu Pro Ser 
245 250 255 

Lys Leu Ser Asp Ala Val Glu Cys Leu Arg Gly Lys Asp Pro His Val 
260 265 * 270 

Leu val Asn Asn Glu Trp Gly Thr Leu Glv lie cys Glu Phe Pro Phe 
275 280 285 

val Pro Val val Asp Gly Ala Phe Leu Asp Glu Thr Pro Gin Arg Ser 
290 295 300 

Leu Ala Ser Gly Arg Phe Lys Lys Thr Glu lie Leu Thr Gly ser Asn 
305 310 315 320 

Thr Glu Glu Gly Tyr Tyr Phe lie lie Tyr Tyr leu Thr Glu Leu Leu 
325 330 335 

Arg Lys Glu Glu Gly val Thr val Thr Arg Glu Glu Phe Leu Gin Ala 
340 ' 345 350 

val Arg Glu Leu Asn Pro Tyr Val Asn Gly Ala Ala Arg Gin Ala lie 
" 355 360 365 

val Phe Glu Tyr Thr Asp Trp Thr Glu Pro Asp Asn Pro Asn ser Asn 
370 375 380 

Arg Asp Ala Leu Asp Lys Met val Gly Asp Tyr His Phe Thr Cys Asn 
385 390 395 400 

val Asn Glu Phe Ala Gin Arg Tyr Ala Glu Glu Gly Asn Asn val Tyr 
405 410 415 

Met Tyr Leu Tyr Thr His Arg ser Lys Glv Asn Pro Trp Pro Arg Trp 
420 425 430 

Thr Gly val Met His Gly Asp Glu lie Asn Tvr Val Phe Gly Glu Pro 
435 440 445 

Leu Asn Pro Thr Leu Gly Tyr Thr Glu Asp Glu Lys Asp Phe Ser Arg 
450 * 455 460 

Lys lie Met Arq Tyr Trp Ser Asn Phe Ala Lys Thr Gly Asn Pro Asn 
465 " 470 475 480 

Pro Asn Thr Ala Ser Ser Glu Phe Pro Glu Trp Pro Lys His Thr Ala 
485 490 495 
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His Gly Arg His Tyr Leu Glu Leu Gly Leu Asn Thr Ser Phe vai Gly 
500 505 510 

Arg Gly Pro Arq Leu Arg Gin Cys Ala Phe Trp Lys 
515 520 



<210> 2 
<211> 1932 
<212> DMA 

<213> Anopheles gambiae 

<220> 

<221> CDS 

<222> CD *. .(1932) 

<400> 2 

atg ttt atg tgt tgt ttt ttc ttt etc tct etc tct ttc tgt gat tec 48 

Met Phe Vat cys cys Phe Phe Phe Leu Ser Leu Ser Phe Cys Gly Ser 

1 5 10 15 

aac att tea gac gca ttt ttt aca cca tat ata got cac got gag tec 96 
Asn lie ser Asp Ala Phe Phe Thr Pro Tyr lie Gly His Gly Glu ser 
20 25 30 

ata cqa att ata gat qcc gag ttg gqc acg etc gag cat qtc cac agt 144 
Vai Arg lie lie Asp Ala Glu Leu Gly Thr Leu Glu His Vai His ser 
35 40 45 



gga gca acg ccg egg cga cgc gqc ctg acq agg cgc gag tea aac teg 
Gly Ala Thr Pro Arg Arg Arg Glv Leu Thr Arg Arg Glu Ser Asn Ser 
50 55 60 

gac gcg aac gac aac gat ccg ctg gtg gtc aac acg gat aag gqg cgc 
Asp Ala Asn Asp Asn asp Pro Leu vai vai Asn Thr Asp Lys Gly Arg 
65 70 75 80 

ate cgc gqc att acq gtc gat gcg ccc age gqc aag aag gtg gac gtg 
lie Arg Glv lie Thr vai Asp Ala Pro Ser Gly Lys Lys vai Asp vai 
SS 90 95 

tgg etc ggc att ccc tac gec cag ccg ccg gtc gqg ccg eta egg ttc 
Trp Leu Glv lie Pro Tyr Ala Gib Pro Pro Vai Gly Pro Leu Arg Phe 
'* 100 105 110 



192 



240 



288 



336 



cgt cat ccg cqg ccg qcc gaa aag tgg acc gqc gtg ctg aac acg ace 384 
Arg His Pro Arg Pro Ala Glu Lys Trp Thr Gly VaT Leu Asn Thr Thr 
115 120 125 

aca ccg ccc aac age tgc gtg caq ate gtq gac acc gtg ttc gqc gac 432 
Thr Pro Pro Asn Ser Cys VaT Gin lie Vai Asp Thr vai Phe Gly Asp 
130 * 135 140 

ttc ccg gqc gcg acc atg tgg aac ccg aac acg ccc ctg tec gag gac 480 
Phe Pro Gly Ala Thr Met Trp Asn Pro Asn Thr Pro Leu Ser Glu Asp 
14 5 150 15 5 160 

tgt ctg tac att aac gtq gtq gca ceq cga ccc egg ccc aag aat gcg 528 
Cys Leu Tyr lie Asn vat vai Ala Pro Arg Pro Arg Pro Lys Asn Ala 
165 170 175 

gec gtc atg ctg tgg ate ttc gge ggc ggc ttc tac tec ggc acc gee 576 
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Ala val Met Leu Trp lie Phe Gly Gly Gly Phe Tyr ser Gly Thr Ala 
180 185 190 

arc ctq qac qtg tac gac cac egg gcg ctt gcg teg gag gag aac gtg 
Thr Leu Asp val Tyr Asp His Arg Ala Leu Ala Ser Glu Glu Asn val 
195 200 ^05 

ate qtq qtg tcq ctg eaq tac cgc gtg gec agt ctg ggc ttc ctg ttt 
lie val Val Ser Leu Gin Tyr Arg val Ala Ser Leu Gly Phe Leu Phe 
210 215 220 

etc ggc ace ccg gaa gcg ccg ggc aat gcg gga ctg ttc gat cag aac 
Leu Glv Thr Pro Glu Ala Pro Gly Asn Ala Gly Leu Phe Asp Gin Asn 
225 230 235 240 

ctt gcg eta cgc tgg gtg egg gac aac art cac egg ttc got ggc gat 
leu Ala Leu Arg Trp val Arg Asp Asn He His Arg Phe Gly Gly Asp 
245 250 "2 

ccg teg cqt gtg aca ctg ttc ggc gag agt gec ggt gee. gtc teg gtg 
pro ser Arg Val Thr Leu Phe Gly Glu Ser Ala Gly Ala Val Sei val 
260 265 2/0 

teg ctg cat ctg ctg tec gee ctt. tec cgc gat ctg ttc cag egg gee 

ser Leu His Leu Leu Ser Ala Leu Ser Arg Asp Leu Phe Gin Arg Ala 
275 280 285 

ate ctg eaq age ggc teg ccg acg gca ccg tgg gca ttg gta teg cgc 
lie Leu Gin Ser Glv Ser Pro Thr Ala Pro Trp Ala Leu val Ser Arg 
290 295 300 

aaq gaa qcc aca eta aga gca ctg egg ttg gec gag gcg gtc ggc tgc 
Gl u Glu Ala Thr Leu Arg Ala Leu Arg Leu Ala Glu Ala val Gly Cys 
305 310 315 320 



624 



672 



?20 



816 
864 

912 
960 
1008 
1056 
1104 



ccg eac gaa ccg age aag ctg age gat gcg gtc gag tgc. ctg cgc ggc 
Pro His Glu Pro Ser Lys Leu Ser Asp Ala val Glu Cys Leu Arg o.y 
325 330 33.) 

aag qac ccg cac qtg ctg gtc aac aac gag tgg ggc acg etc ggc att 
ly^ Asp Pro His val Leu val Asn Asn Glu Trp Gly Thr Leu Gly He 
340 345 350 

tgc gag ttc ccg ttc gtg ccg gtg gtc gac ggt gcg ttc ctg gac gag 
cys Glu Phe Pro Phe Val Pro val val Asp Gly Ala Phe Leu Asp Giu 
355 360 365 

aca ccq eaq cat teg etc gec aqc ggg cgc ttc aag aag acg gag ate 1152 
Thr Pro Gin Arg Ser Leu Ala Ser Gly Arg Phe Lys Lys Thr Glu lie 
370 375 380 

etc ace ggc age aac acg gag gag ggc tac tac ttc ate ate tac tac 
seu Thr Gly Ser Asn Thr Glu Glu Gly Tyr Tyr Phe He lie lyr Tyr 
385 390 39j> uj 

ctg acc gag ctg ctg cgc aag gag gag ggc gtg ace gtg acg cgc gag 
Leu Thr Glu Leu Leu Arg Lys Glu Glu iy val fhr Val thr Arg Glu 
405 410 4J -- 5 

gag ttc ctg cag gcg gtg cgc gag etc aac ccg tac gtg aac ggg gcg 

Glu Phe Led Gin Ala Val Arg Glu Leu Asn Pro Tyr val Asn Gly Ala 

420 425 43U 
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gec egg caq gcg ate gtg ttc gag tac acc gac tgg acc gag ccg gac 1344 
Ala Arg Gin Ala lie Val Phe Glu Tyr Thr Asp Trp Thr Glu Pro Asp 
435 440 445 

aac ccg aac age aac egg gac gcg ctq gac aag atg gtg ggc gac tat 1392 
Asn Pro Asn Ser Asn Arg Asp Ala Leu Asp Lys Met val Gly Asp Tyr 
4 50 " 455 460 

cac ttc acc tqc aac qtq aac gag ttc gcg cag egg tac gec gag gag 1440 
His Phe Thr cys Asn val Asn Glu Phe Ala Gin Arg Tyr Ala Glu Glu 
465 " 470 475 480 

gac aac aac gtc tac atq tat ctq tac acg cac cgc age aaa ggc aac 1488 
Gty Asn Asn Val Tyr Met Tyr Leu Tyr Thr His Arg Ser Lys Gly Asn 
485 490 495 

ccg tgg ccg cgc. tag acg age gtg atg cac ggc gac gag ate aac tac 1536 
Pro Trp Pro Arq Trp Thr Gly Val Met His Gly Asp Glu lie Asn Tyr 
500 505 510 



gtg ttc ggc gaa ccq etc aac ccc acc etc ggc tac acc gag gac gag 
Val Phe Glv Glu Pro Leu Asn Pro Thr Leu Gly Tyr Thr Glu Asp Glu 
515 520 525 



gat ctg ate gtg ctg ctg gtg 
, Asp Leu lie Vat Leu Leu val 
62 5 630 63 5 640 



ttc ata caa taa 
Phe lie Gin 



<210> 3 
<211> 643 
<212> PRT 

<213> Anopheles gamhiae 



1584 



aaa gac ttt aqe egg aag ate atg cga tac tgg tec aac ttt gec aaa 1632 
lys Asp Phe Ser Arg Lys lie Met. Arg Tyr Trp Ser Asn Phe Ala Lys 
530 ~ 53 5 540 

acc ggq aat cca aat ccc aac acg gec age age gaa ttc ccc gag tgg 1680 
Thr Gly Asn Pro Asn Pro Asn Thr Ala Ser Ser Glu Phe Pro Glu Trp 
545 550 555 560 

ccc aag cac acc qcc cac gaa cgq cac tat ctg gag ctg ggc etc aac 1728 
pro Lys His Thr Ala His Gty Arg His Tyr Leu Glu Leu Gly Leu Asn 
565 570 575 

acg tec ttc gtc ggt cgq ggc cca egg ttg agg cag tgt gee ttc tgg 1776 
Thr Ser Phe val Gly Arq Gly Pro Arg Leu Arg Gin Cys Ala Phe Trp 
580 585 590 

aag aag tac ctt ecc cag eta gtt gca get acc teg aac eta cca ggg 1824 
Lys Lys Tvr Leu Pro Gin Leu val Ala Ala Thr Ser Asn Leu Pro Gly 
595 600 605 

cca gca ccq ext. aqt gaa ccg tgc gaa age age gca ttt ttt tac cga 1872 
pro Ala Pro Pro Ser Glu Pro Cys Glu Ser Ser Ala Phe Phe Tyr Arg 
610 615 620 



cct gat ctg ate gtg ctg ctq qtq teg ctg ctt acg gcg ace gtc aga 1920 
Pro Asp Leu lie VaT Leu Leu val Ser Leu Leu Thr Ala Thr Val Arg 



1932 
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Met°Phe val Cvs cys Phe Phe Phe Leu ser Leu ser Phe cys Gly ser 
1 " 5 1® 

Asn lie ser Asp Ala Phe Phe Thr Pro Tyr He Gly His Gly Glu Ser 
20 2 5 •• :u 

val Arg He He Asp Ala Glu Leu Gly Thr leu Glu His val His ser 



35 



Glv Ala Thr Pro Arg Arg Arg Gly Leu Thr Arg Arg Glu Ser Asn Ser 
■ 50 55 60 

Asp Ala Asn Asp Asn Asp Pro Leu val val Asn Thr Asp Lys Gly Arg 



70 



He Arg Gly He Thr val Asp Ala Pro Ser Gly Lys Lys val Asp val 



35 



xrp Leu Glv He Pro Tyr Ala Gin Pro Pro val Gly Pro Leu Arg Phe 
- ioo 105 iXU 

Arg His Pro Arg Pro Ala Glu Lys Trp Thr Gly val Leu Asn Thr Thr 



115 



Thr Pro Pro Asn ser cvs val Gin He val Asp Thr val Phe Gly Asp 
130 135 140 

Phe Pro Gly Ala Thr Met Trp Asn Pro Asn Thr Pro Leu Ser Glu Asp 
145 150 155 loo 

Cys Leu Tyr He Asn val val Ala Pro Arg Pro Arg Pro Lys Asn Ala 

Ala val Met Leu Trp He Phe Gly Gly Gly Phe Tyr ser Gly Thr Ala 
180 185 iyu 

Thr Leu Asp Val Tyr Asp His Arg Ala Leu Ala Ser Glu Glu Asn val 

200 ■ • 



195 



He val Val Ser Leu Gin Tyr Arg Val Ala ser Leu Gly Phe Leu Phe 

210 215 220 

teu Gly Thr Pro Glu Ala Pro Gly Asn Ala Gly Leu Phe Asp Gin Asn 
225 230 235 

teu Ala Leu Arg Trp val Arg Asp Asn lie His Arg Phe Gly Gly Asp 
" 245 250 

Pro ser Arg val Thr Leu Phe Gly Glu ser Ala Gly Ala val ser val 



260 



ser Leu His Leu Leu Ser Ala Leu Ser Arg Asp Leu Phe Gin Arg Ala 
275 280 25i> 

He Leu Gin Ser Gly ser Pro Thr Ala Pro Trp Ala Leu val ser Arg 
290 295 

Glu Glu Ala Thr Leu Arg Ala Leu Arg Leu Ala Glu Ala val Gly Cys 
305 310 315 

Pro His Glu Pro Ser Lys Leu Ser Asp Ala val Glu Cys Leu Arg Gly 
325 
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Lvs Asp Pro His val Leu Val Asn Asn Glu Trp Gly Thr Leu Gly lie 
340 345 350 

Cys Glu Phe Pro Phe val Pro val val Asp Gly Ala Phe Leu Asp Glu 
355 360 365 

Thr Pro Gin Arq Ser Leu Ala ser Gly Arg Phe Lys Lys Thr Glu lie 
370 375 380 

Leu Thr Glv Ser Asn Thr Glu Glu Gly Tyr Tyr Phe lie lie Tyr Tyr 
385 " 390 395 400 

Leu Thr Glu Leu Leu Arg Lys Glu Glu Gly Val Thr val Thr Arg Glu 
405 410 415 

Glu Phe Leu Gin Ala Val Ara Glu Leu Asn Pro Tyr val Asn Gly Ala 
420 425 430 

Ala Arq Gin Ala He val Phe Glu Tyr Thr Asp Trp Thr Glu Pro Asp 
435 440 445 

Asn Pro Asn ser Asn Arq Asp Ala Leu Asp Lys Met val Gly Asp Tyr 
450 ~ 455 460 

H-js phe Thr cys Asn val Asn Glu Phe Ala Gin Arg Tyr Ala Glu Glu 
465 470 475 480 

Gly Asn Asn val Tyr Met Tyr Leu Tyr Thr His Arg ser Lys Gly Asn 
485 490 495 

Pro Trp Pro Arg Trp Thr Gly val Met His Gly Asp Glu lie Asn Tyr 
500 505 510 

val Phe Gly Glu Pro Leu Asn Pro Thr Leu Gly Tyr Thr Glu Asp Glu 
515 520 525 

Lvs Asp Phe Ser Arg Lys lie Met Arg Tyr Trp Ser Asn Phe Ala Lys 
J 530 535 540 

Thr Gly Asn pro Asn Pro Asn Thr Ala Ser Ser Glu Phe Pro Glu Trp 
545 550 555 560 

Pro Lvs His Thr Ala His Gly Arg His Tyr Leu Glu Leu Gly Leu Asn 
565 570 575 

Thr Ser Phe val Gly Arq Gly Pro Arg Leu Arg Gin Cys Ala Phe Trp 
580 ~ 585 590 

lys Lys Tyr Leu Pro Gin Leu val Ala Ala Thr ser Asn Leu Pro Gly 
595 600 605 

pro Ala Pro Pro Ser Glu Pro Cys Glu Ser ser Ala Phe Phe Tyr Arg 
610 615 " 620 

Pro Asp Leu He val Leu Leu Val Ser Leu Leu Thr Ala Thr val Arg 
62 5 630 63 5 640 

Phe lie Gin 
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<210> 4 
<211> 1932 
<212> DMA 

<213> Anopheles gambiae strain KISUMU 

<220> 

<221> CDS 

<222> Cl)> (1932) 

<400> 4 

atg ttt gtg tat tgt ttt ttc ttt etc tct etc: tct etc tgt ggt tec 48 

Met Phe val cvs Cys Phe Phe Phe Leu ser Leu Ser Leu Cys Gly Ser 

1 " 5 10 15 

aac att tea gac aca ttt ttt aca cca tat ata ggt cac ggt gag tec 96 
ash lie ser Asp Ala Phe Phe Thr Pro Tyr lie Gly His Gly Glu ser 
20 25 30 

gta cga att ata gat gee gaq ttg ggc aeg etc gag cat gte cac agt 144 
val Arg He lie Asp Ala Glu Leu Gly Thr Leu Glu His Val His ser 
35 40 45 

gga gca aeg ccg egg cga cgc qgt ctg aeg agg cgc gag tec aac teg 192 
Gly Ala Thr Pro Arg Arg Arq cly Leu Thr Arg Arg Glu Ser Asn ser 
50 " 55 60 

gac gcq aac gac aac gat ccg ctg gtg gtc aac aeg gat aag ggg cgc 
Asp Ala Asn Asp Asn Asp Pro Leu val val Asn Thr Asp Lys Gly Arg 
65 70 75 80 

ate cgc qqc att aeg gtc gat gcq ccc age gqc aag aag gtg gac gtg 
lie Arg Gly lie Thr val Asp Ala Pro Ser Gly Lys Lys va \ Asp val 
85 90 95 

tgg etc ggc att ccc tac gec cag ccg ccg gtc ggg ccg tta egg ttc 336 
Trp Leu Gly lie Pro Tyr Ala Gin Pro Pro val Gly Pro Leu Arg Phe 
100 105 110 

cgt cat ecu egg ccq gee gaa aag tqq ace ggc gtg ctg aac aeg acc 384 
Ara His Pro Arq Pro Ala Glu Lys Trp Thr Gly val Leu Asn Thr Thr 
115 120 125 

aca ccq ccc aac age tgc gtg cag ate gtg gac acc gtg ttc ggc gac 
Thr Pro Pro Asn Ser Cys val Gin lie val Asp Thr val Phe Gly Asp 
130 135 140 

ttc ecu ggc gcq acc atg tgg aac ccg aac aeg ccc ctg tee gag gac 480 
Phe Pro Gly Ala Thr Met Trp Asn Pro Asn Thr Pro Leu Ser Glu Asp 
145 * 150 155 160 

tgt ctg tac att aac gta gtg gca ccg cga ccc egg ccc aag aat gcg 528 
cys Leu Tyr lie Asn vat Vat Ala Pro Arg Pro Arg Pro Lys Asn Ala 
165 170 17 5 

occ gtc atg ctg tgg ate ttc ggc gqc ggc ttc tac tec ggc acc gee 576 
Ala val Met Leu Trp lie Phe Gly Gly Gly Phe Tyr ser Gly Thr Ala 
180 "185 190 

ace ctg gac gtg tac qac cac egg gcg ctt gcg teg gag gag aac gtg 624 
Thr Leu Asp Val Tyr Asp His Arg Ala Leu Ala Ser G\u Glu Asn val 
195 200 205 

ate gta gtg teg ctg cag tac cgc gtg gec agt ctg ggc ttc ctg ttt 672 
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lie val Val Ser Leu Gin Tyr Arg val Ala ser Leu Gly Phe Leu Phe 
210 215 220 

etc age acc ccg gaa gcg ccg ggc aat gcg gqa ctg ttc gat cag aac 720 

Leu Gly Thr Pro Glu Ala Pro Gly Asn Ala Gly Leu Phe Asp Gin Asn 

225 230 235 240 



768 



816 



ctt qcg eta cgc tgg qtg egg gac aac att cac egg ttc ggt ggt gat 
Leu Ala Leu Arg Trp val Arg Asp Asn lie His Arg Phe Gly Gly Asp 
* 245 250 255 

ccg teg cgt gtg aca ctq ttc ggc gag agt gec ggt gec gtc teg gtg 
Pro ser Arg val Thr Leu Phe Gly Glu Ser Ala Gly Ala val ser val 
260 265 270 

tea etg cat ctg ctg tec gee ctg tec cgc gat ctg ttc cag egg gec 864 
Ser Leu His Leu Leu Ser Ala Leu Ser Arg Asp Leu Phe Gin Arg Ala 
275 280 285 

ate ctg cag age qgc teg ccg acq qca eeg tgg gca ttg gta teg cgc 912 
lie Leu Gin Ser Gly ser Pro Thr Ala Pro Trp Ala Leu Val ser Arg 
290 295 300 

gag gaa gec acg eta aga gca ctg egg ttg gec gag gcg gtc ggc tgc 960 
Glu Glu Ala Thr Leu Arg Ala Leu Arg Leu Ala Glu Ala val Gly Cys 
305 310 315 320 

eeg cac gaa ccg age aag ctg age gat gcg gtc gag tgt ctg cgc ggc 1008 
Pro His Glu Pro ser Lys Leu Ser Asp Ala Val Glu cys Leu Arg Gly 
325 ' 330 335 

aag gat ccg eac gtg ctq gtc aac aac gag tgg ggc acg etc ggc att 1056 
Lys Asp Pro His Val Leu Val Asn Asn Glu Trp Gly Thr Leu Gly lie 
340 345 350 

tqc gag ttc ccg ttc gtg ccg gtg gtc gac gat gcg ttc ctg gac gag 1104 
Cvs Glu Phe Pro Phe val Pro val val Asp Gly Ala Phe Leu Asp Glu 
355 360 365 

acg ccg cag cgt teg etc gec age qqg cgc ttc aag aag acg gag ate 1152 
Thr Pro Gin Arq Ser leu Ala Ser Gly Arg Phe Lys tys Thr Glu lie 
370 375 380 

etc ace ggc age aac acg qag gag ggc tac tac ttc ate ate tac tac 1200 
Leu Thr Gly Ser Asn Thr Glu Glu Gly Tyr Tyr Phe lie He Tyr Tyr 
385 390 395 400 

ctg acc gag ctg ctq cgc aaq gag gag ggc gtg acc gtg acg cgc gag 
Leu Thr Glu Leu Leu Arg Lys Glu Glu Gly val Thr val Thr Arg Glu 
405 * 410 415 

gag ttc ctg cag gcg gtg cgc qag etc aac ccg tac gtg aac gqg gcg 1296 
Glu Phe Leu Gin Ala val Arq Glu Leu Asn Pro Tyr val Asn Gly Ala 
420 42 5 430 

gec egq cag gcq ate gtg ttc gag tac acc gac tgg acc gag ccg gac 1344 
Ala Arq Gin Ala lie Val Phe Glu Tyr Thr Asp Trp Thr Glu Pro Asp 
~ 435 440 445 

aac ccg aac age aac egg gac gcg etg gac aag atg gtg ggc gac tat 1392 
Asn Pro Asn ser Asn Arg Asp Ala Leu Asp Lys Met val Gly Asp Tyr 
450 455 460 
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cac ttc acc tgc aac qtq aac gag ttc gcg cag egg tac gec gag gag 1440 
His Phe Thr Cys Asn val Asn Glu Phe Ala Gin Arg Tyr Ala Glu Glu 
465 470 475 480 

age aac aac gtc tac atg tat ctg tac acg cac cgc age aaa gqc aac 1488 
Glv Asn Asn Val Tyr Met Tyr Leu Tyr Thr His Arg Ser Lys Gly Asn 
y 485 490 495 

cca tag ccg cgc tag acg gqc gtg atg cac gqc gac gag ate aac tac 1536 
pro Trp Pro Arg Trp Thr Gly val Met His Gly Asp Glu lie Asn Tyr 
500 505 510 

gtg ttc age aaa ccg etc aac ccc acc etc ggc tac acc gag gac gag 1584 
val Phe Gly Glu Pro Leu Asm Pro Thr Leu Gly Tyr Thr Glu Asp Glu 
515 520 525 

aaa aac ttt age egg aag ate atg cga tac tgg tct aac ttt gee aaa 
lvs Asp Phe Ser Arq Lys lie Met Arg Tyr Trp Ser Asn Phe Ala Lys 
* 530 535 540 

acc ggg aat eca aat ccc aac acg gec aqc age gaa ttc ccc gag tgg 1680 
Thr Gly Asn Pro Asn Pro Asn Thr Ala Ser Ser Glu Phe Pro Glu Trp 
545 550 555 560 

ccc aaa cac acc gec cac gga egg cac tat ctg gag ctg ggc etc aac 1728 
pro lvs His Thr Ala His Gly Arg His Tyr Leu Glu Leu Gly Leu Asn 
565 570 575 

acg tec ttc gtc ggt egg ggc cca egg ttg agg cag tgt gec ttc tgg 1776 
Thr ser Phe val Gly Arq Gly Pro Arg Leu Arg Gin Cys Ala Phe Trp 
580 585 590 



aag aag tac ctt ccc cag eta gtt gca get acc teg aac eta cca ggg 
lvs Lys Tyr Leu Pro Gin Leu Val Ala Ala Thr Ser Asn Leu Pro Gly 
595 600 605 



cct gat ctg ate gtg ctg etq gtg teg ctg ctt acg gcg acc gtc aga 
pro Asp Leu He val Leu Leu val ser Leu Leu Thr Ala Thr val Arg 
62 5 630 635 640 

ttc ata caa taa 
Phe lie Gin 

<210> 5 
<211> 643 
<212> PRT 

<213> Anopheles gambiae strain kisumu 

<400> 5 . c 

Met Phe val Cys Cys Phe Phe Phe Leu Ser Leu Ser Leu Cys Gly ser 

15 10 15 

Asn lie ser Asp Ala Phe Phe Thr Pro Tyr lie Gly His Gly Glu ser 
20 25 30 

Val Ara lie lie Asp Ala Glu Leu Gly Thr Leu Glu His val His Ser 
" 35 40 45 
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1632 



1824 



cca gca ccg ccc agt aaa ccq tgc gaa age age gca ttt ttt tac cga 187^ 
Pro Ala Pro Pro Ser Glu Pro cys Glu ser ser Ala Phe Phe Tyr Arg 
610 615 620 



1920 



1932 



263365us-seq-list-082310 (2).txt 

Gly Ala Thr Pro Arg Arg Arg Gly Leu Thr Arg Arg Glu Ser Asn ser 
50 5 5 60 

Asp Ala Asn Asp Asrs Asp Pro Leu val Val Asn Thr Asp Lys Gly Arg 
65 70 75 80 

lie Arq Gly lie Thr val Asp Ala Pro ser Gly Lys Lys val Asp val 
85 90 95 

Trp Leu Glv lie Pro Tyr Ala Gin Pro Pro val Gly Pro Leu Arg Phe 
100 105 110 

Arq His Pro Arq Pro Ala Glu Lvs Trp Thr Gly Val Leu Asn Thr Thr 
115 120 12 5 

Thr Pro Pro Asn Ser Cys Val Gin lie Val Asp Thr Val Phe Gly Asp 
130 135 140 

Phe Pro Gly Ala Thr Met Trp Asn Pro Asn Thr Pro Leu Ser Glu Asp 
145 150 155 160 

cys Leu Tyr lie Asn val val Ala Pro Arq Pro Arg Pro Lys Asn Ala 
165 170 175 

Ala val Met Leu Trp lie Phe Gly Gly Gly Phe Tyr Ser Gly Thr Ala 
ISO 185 190 

Thr leu Asp val Tyr Asp His Arg Ala Leu Ala Ser Glu Glu Asn val 
195 200 205 

lie val val ser Leu Gin Tyr Arg val Ala ser Leu Gly Phe Leu Phe 
210 215 220 

Leu Glv Thr Pro Glu Ala Pro Gly Asn Ala Gly Leu Phe Asp Gin Asn 
225 * 230 235 240 

Leu Ala Leu Arq Trp val Arg Asp Asn lie His Arg Phe Gly Gly Asp 
~ 245 250 255 

pro Ser Arq val Thr Leu Phe Gly Glu ser Ala Gly Ala Val Ser val 
~ 260 265 270 

Ser Leu His Leu Leu ser Ala Leu Ser Arq Asp Leu Phe Gin Arg Ala 
275 280 285 

lie Leu Gin Ser Gly Ser Pro Thr Ala Pro Trp Ala Leu val Ser Arg 
290 295 300 

Glu Glu Ala Thr Leu Arg Ala Leu Arg Leu Ala Glu Ala val Gly Cys 
305 310 315 320 

pro His Glu Pro Ser Lvs Leu Ser Asp Ala val Glu Cys Leu Arg Gly 
325 330 335 

Lys Asp Pro His val Leu val Asn Asn Glu Trp Gly Thr Leu Gly lie 
340 345 350 

Cys Glu Phe Pro Phe val Pro val val Asp Gly Ala Phe Leu Asp Glu 
355 360 365 

Thr Pro Gin Arg Ser Leu Ala Ser Glv Arg Phe Lys Lys Thr Glu lie 
370 375 380 
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263365us-seq»1ist-082310 (2) .txt 

Leu Thr Gly Ser Asn Thr Glu Glu Gly Tyr Tyr Phe lie lie Tyr Tyr 
385 390 395 400 

leu Thr Glu Leu Leu Arg Lys Glu Glu Gly val Thr val Thr Arg Glu 
405 410 415 

Glu Phe Leu Gin Ala val Arg Glu Leu Asn Pro Tyr val Asn Gly Ala 
420 425 430 

Ala Area Gin Ala lie Val Phe Glu Tyr Thr Asp Trp Thr Glu Pro Asp 
43 S 440 445 

Asn Pro Asn Ser Asn Arg Asp Ala Leu Asp Lys Met Val Gly Asp Tyr 
450 45 5 460 

His Phe Thr Cys Asn val Asn Glu Phe Ala Gin Arg Tyr Ala Glu Glu 
465 470 475 480 

Gly Asn Asn val Tyr Met Tyr Leu Tyr Thr His Arg Ser Lys Gly Asn 
485 490 495 

pro Trp Pro Arg Trp Thr Gly val Met His Gly Asp Glu lie Asn Tyr 
500 505 510 

Val Phe Gly Glu Pro Leu Asn Pro Thr Leu Gly Tyr Thr Glu Asp Glu 

515 520 525 

Lys Asp Phe Ser Arg Lys lie Met Arg Tyr Trp Ser Asn Phe Ala Lys 
530 " - 535 540 

Thr Gly Asn Pro Asn Pro Asn Thr Ala Ser Ser Glu Phe Pro Glu Trp 
545 550 555 560 

Pro Lys His Thr Ala His Gly Ara His Tyr Leu Glu Leu Gly Leu Asn 
565 570 575 

Thr Ser Phe Val Gly Arg Gly Pro Arg Leu Arg Gin cys Ala Phe Trp 
580 585 590 

Lys Lvs Tyr Leu Pro Gin Leu val Ala Ala Thr Ser Asn Leu Pro Gly 
595 600 605 

Pro Ala Pro Pro ser Glu Pro Cvs Glu Ser Ser Ala Phe Phe Tyr Arg 
610 615 * 620 

Pro Asp leu lie val Leu Leu val Ser Leu Leu Thr Ala Thr val Arg 
625 ' 630 63 5 640 

Phe lie Gin 



<210> 6 
<211> 3297 
<212> DMA 

<213> Culex pi pi ens strain S-LAB 
<400> 6 

ccagagcaga ccacgaacct cgtcggaaga gctgatgccg ttgtgacatt cgctccgatt 60 
gtqtaagcaa ataaggttag gacacaccgt attcacgaac tctgacacca agctgtcata 120 
gccgtcactg acgagaagaa aaagaaaeaa gagtcgacaa cacactcaca gtctcacgcc 180 
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gccagagagc 

qttcaagaag 

cagcaggcgg 

gtcggagtag 

accagtggaa 

cgcgacgagc 

cttatagcta 

tactgggtcc 

tcgtgaagtc 

gatcgaaata 

ctgaagaggc 

gagattctgt 

gcaetacgac 

cggacccact 

ctagtggaaa 

cgctccggtt 

aaccgcccaa 

ccatgtggaa 

cacggcccag 

ccgggactge 

tcgtagtttc 

aggcacccgg 

acatccaccg 

eggtctcggt 

tcctccagag 

ttagagctct 

atgccgtega 

cgctggggat 

caccgcagcg 

acaccgagga 

aaggggtcac 

tgaacggtgc 

acecgaaeag 

acgtgaaega 

acacgcacag 

agatcaacta 

aggactttag 

acccgagtac 

actat-ctgga 

gcgctttctg 

ctcccgcgcc 

taatagteae 

ttcccgtttt 

ttctactact 

ttctaaattt 

acgaacgatc 

gaggtgatat 

ttgtgatgaa 

aatrttatat 

aaaaaaacgt 

t.cttgaaaag 

ccaacatcta 



acaccaagag 

gaagctaata 

cgctgtgaaa 

caattagtga 

ccagtggtge 

acactcttgt 

tcatatgcga 

atgtcacctg 

ggtccattgc 

ctcacaatca 

cacgctgaat 

tcgaattgta 

ccggcggcgt 

ggtcaizaacg 

gaaggtggac 

tcgacatccg 

ct.cctg.cgtc 

cccgaacaca 

gcccaagaat 

caegctggac 

gctgcagtac 

taacgcgggg 

gttcggcggt 

ttcgctgcac 

tggc.tccceg 

tcgtctggcc 

atgcctgcga 

ctgcgagt.tr. 

ttcg ttggcc 

gggttactac 

ggtaacacgc 

cgcccggcag 

caaccgtgac 

attcgceeag 

aagcaaagga 

cgtgtttggc 

ccggaaaatt 

gecgagegtg 

gctgggactg 

gaagaaatat 

tagcgtacct 

aetactttta 

tccgttaaag 

aatactatta 

gttcaactgc 

ggacaattat 

cattaatatt 

tatttcgctt 

aaacaaetaa 

tattttgaaa 

agaggaggaa 

attctaacaa 



2 633 65 u 
tcacattgag 
ccacacacac 
ttcacacgtt 
attacaaaca 
agtgagtgat 
gaaateggtg 
tctctccaag 
cgacatctga 
cggcatcatg 
tcctcgttat 
aaagat tcag 
gatgccgaat 
ggcctgacgc 
acggacaagg 
gcatggatgg 
cgaccggccg 
cagatcgtgg 
ccgctctcgg 
gccgecgtca 
gtgtacgacc. 
cgtgtegcaa 
ctgtttgatc 
gaccc.ctcgc 
crgctgtcgg 
acggceccgt 
gaggccgtca 
accaaggatc 
ccgttcgttc 
agcgggcgct 
tttatcattt 
gaggagttcc 
gccatcgtgt 
gcgctggaca 
cggtacgccg 
aatccctggc 
gaaccgctga 
atgcgatact 
gacctgcccg 
aaeacgacct 
ttgecgeaac 
tgcgaaaqca 
gtaacgcggt 
cttctttagg 
ctactattaa 
taattaaatt 
gttgtattgt 
ttactaacca 
taactacacc 
caaataaaac 
aagagcgatt 
tggaagaaga 
tcaactgttt 



s-seq-li st- 

aaaaccacac 

acacactcac 

cggtcggtga 

aagggaaata 

ttttttgtgt 

tcatcatcgt 

ccatggagat 

tactgtgcag 

acatcggtag 

cgtcatcctc 

atgcattttt 

taggtacatt 

ggagggagtc 

gcaaaatccg 

gcattccgta 

aaagatggac 

acaccgtgtt 

aggactgtct 

tgctgtggat 

atcggacgct 

gtcttgggtt 

agaacetgge 

gggtcacact 

cgctctcgcg 

gggcgctggt 

actgtccgca 

cgaacgagct 

cggttgtgga 

tcaagaaaac 

actatctaac 

tacaggccgt 

tcgagtacac 

agatggtcgg 

aggagggcaa 

cgaggtggac 

actcggccct 

ggtccaactt 

aatqgeecaa 

tcgtgggacg 

tag tag cage 

gctcaacatc 

tcaagattta 

tcaggtgaaa 

ctgaaatgga 

ctaaataggt 

ttrtttettt 

tacaataaac 

attgaaggtt 

agetgetaga 

tatgeactag 

agaagaagaa 

actttactaa 



082310 (2). 

gecagaagaa 

acacac.cggg 

agtggtggaa 

agggaaggag 

tgttgctgca 

taaatgetet 

ccgaggccta 

tttggggctg 

ttcggtggca 

geaategtea 

tacaccatat 

agagegegag 

cagctccgat 

tggaacgaca 

cqcgcagccc 

eggtgtgctg 

eggtgactte 

gtaeatcaac 

ettegggggt 

ggecteggag 

tctcttcctc 

actgagatgg 

gtteggegag 

ggacctgttc 

ttcgcgcgaa 

cgatgcgacc 

ggtcgacaac 

cggagccttc 

ggacatcctg 

egagctgetx 

ccgggagttg 

ggactggatt 

ggattatcac 

caaegtgttc 

cggcgtgatg 

cggctaccag 

tgecaagact 

gcacaccgcc 

gggcccacga 

tacctctaac 

ttatcgatcc 

aatecgtgtt 

acatcaacaa 

acaataagat 

gaatgeatet 

gtaataatat 

aaaatatttc 

acttaagttg 

gacaactaga 

eggaggtgia 

aatattatga 

aaaaaaaaaa 



txt 

aagaagagtt 

agaaaccgea 

ggaactegge 

tcaagagtca 

gaaaggaacg 

cgaccgtcaa 

ataacccgat 

tactccatcc 

caccagctag 

tegtegttag 

ataggtcacg 

cacatccata 

gccaccgact 

ctggaagcgc 

ccgctgggtc 

aacgcgacca 

ccgggggcca 

gtggtcgtgc 

ggcttctact 

gagaacgtga 

ggcacaccgg 

gtccgcgaca 

agegceggag 

cagcgggcca 

gaagctaege 

aagctgagcg 

gagtggggca 

ctcgatgaga 

accggcagca 

aggaaagagg 

aatccgtacg 

gaaceggaca 

ttcacctgca 

atgtacctgt 

cacggcgacg 

gacgacgaga 

ggcaatccca 

cacggacqac 

ttgcggcagt 

ctccaagtaa 

actctacttc 

ttctttcccg 

gcagcatcaa 

tacctttttc 

tgctctgcaa 

tctgtaaaca 

ctgttataaa 

aaataacaaa 

cattaaatcg 

tcccttataa 

tacaataaaa 

a a a a a a a 



240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1800 

1860 

1920 

1980 

2040 

2100 

2160 

2220 

2280 

2340 

2400 

2460 

2520 

2 580 

2640 

2700 

2760 

2820 

2880 

2940 

3000 

3060 

3120 

3180 

3240 

3297 



<210> 7 
<211> 702 
<212> PRT 

<213> Cu'lex pipiens strain S-LAB 
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2S3365us-seq~l i st-082310 (2) . txt 
Arq His Leu He Leu Cys Ser Leu Gly Leu Tyr Ser lie Leu val Lys 
20 25 30 

ser val His Cys Arg His His Asp lie Gly ser Ser val Ala His Gin 
35 40 45 

Leu Gly Ser Lys Tyr Ser Gin Ser Ser Ser Leu Ser Ser Ser Ser Gin 
50 55 60 

ser ser Ser Ser Leu Ala Glu Glu Ala Thr Leu Asn Lys Asp ser Asp 
65 70 75 80 

Ala Phe Phe Thr Pro Tyr He Gly His Gly Asp Ser val Arg lie val 
85 90 95 

Asp Ala Glu leu Gly Thr Leu Glu Arg Glu His He His ser Thr Thr 
100 105 110 

Thr Arg Arg Arq Gly Leu Thr Arq Arg Glu Ser Ser Ser Asp Ala Thr 
115 120 12 5 

Asp ser Asp Pro Leu val He Thr Thr Asp Lys Gly Lys lie Arg Gly 
130 135 140 

Thr Thr Leu Glu Ala Pro Ser Gly Lys Lys val Asp Ala Trp Met Gly 
145 150 155 IbO 

lie Pro Tyr Ala Gin Pro Pro Leu Gly Pro Leu Arg Phe Arg His Pro 
165 170 175 

Arq Pro Ala Glu Arg Trp Thr Gly Val Leu Asn Ala Thr Lys Pro Pro 
180 185 190 

Asn ser Cys Val Gin He val Asp Thr val Phe Gly Asp Phe Pro Gly 
195 200 205 

Ala Thr Met Trp Asn Pro Asn Thr Pro Leu Ser Glu Asp Cys Leu Tyr 
210 215 220 

He Asn val val val Pro Arg Pro Ara Pro Lys Asn Ala Ala val Met 
22 5 230 235 240 

Leu Trp lie Phe Gly Gly Gly Phe Tyr ser Gly Thr Ala Thr Leu Asp 
245 250 255 

val Tyr asp His Ara Thr Leu Ala Ser Glu Glu Asn val lie val val 
260 26S 270 

Ser i eu Gin Tyr Arq val Ala Ser Leu Gly Phe Leu Phe Leu Gly Thr 
275 * 280 285 

pro Glu Ala Pro Gly Asn Ala Gly Leu Phe Asp Gin Asn Leu Ala Leu 

290 295 300 

Ara Trp val Arq Asp Asn lie His Arg Phe Gly Gly Asp Pro Ser Arg 
30S 310 315 320 

val Thr Leu Phe Gly Glu ser Ala Gly Ala val Ser val Ser Leu His 
325 330 535 

Leu leu Ser Ala Leu Ser Arq asd Leu Phe Gin Arg Ala lie Leu Gin 
340 345 350 
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263365us~seq-1ist-G82310 (2).txt 
ser Glv ser Pro Thr Ala Pro Trp Ala Leu val Ser Arg Glu Glu Ala 
' 355 360 365 

rhr Leu Arq Ala Leu Arg Leu Ala Glu Ala val Asn Cys Pro His Asp 
370 ' ~ 375 380 

Ala Thr i ys Leu ser Asp Ala Val Glu Cys Leu Arg Thr Lys Asp Pro 
3S5 7 390 395 400 

Asn Glu Leu val Asp Asn Glu Trp Gly rhr Leu Gly lie Cys Glu Phe 
405 410 41s 

Pro phe val Pro Val Val Asp Gly Ala Phe Leu Asp Glu Thr pro Gin 
420 42 5 430 

Arq Ser Leu Ala Ser Glv Arg Phe Lys Lys Thr Asp lie Leu Thr Gly 
435 ' 440 445 

Ser Asn Thr Glu Glu Gly Tyr Tyr phe lie lie Tyr Tyr Leu Thr Glu 
450 45 5 460 

Leu Leu Arq Lys Glu Glu Gly val Thr Val Thr Arg Glu Glu Phe Leu 
465 ^ 470 475 480 

Gin Ala val Arg Glu Leu Asn Pro Tyr Val Asn Gly Ala Ala Arg Gin 
485 490 495 

Ala He val Phe Glu Tyr Thr Asp Trp He Glu Pro Asp Asn Pro Asn 
500 505 510 

Ser Asn Arq Asp Ala Leu Asp Lys Met val Gly Asp Tyr His Phe Thr 
515 520 525 

cvs Asn val Asn Glu Phe Ala Gin Arq Tyr Ala Glu Glu Gly Asn Asn 
530 535 540 

val Phe Met Tyr Leu Tyr Thr His Arq Ser Lys Gly Asn Pro Trp Pro 
545 ~ 550 555 560 

Arq Trp Thr Gly val Met His Gly Asp Glu lie Asn Tyr val Phe Gly 
565 570 5/5 

Glu Pro Leu Asn Ser Ala Leu Gly Tyr Gin Asp Asp Glu Lys Asp Phe 
580 585 590 

Ser Arq Lys lie Met Arq Tyr Trp ser Asn Phe Ala Lys Thr Gly Asn 
595 " 600 605 

pro Asn Pro Ser Thr Pro ser val Asp Leu Pro Glu Trp Pro Lys His 
610 615 620 

Thr Ala His Gly Arg His Tyr Leu Glu Leu Gly Leu Asn Thr Thr Phe 
625 630 635 640 

val Gly Arg Gly Pro Arq Leu Arg Gin Cys Ala Phe Trp Lys lys Tyr 
* 645 650 655 

Leu Pro Gin Leu val Ala Ala Thr Ser Asn Leu Gin val Thr Pro Ala 
660 665 670 

pro Ser val Pro Cys Glu Ser Ser ser Thr Ser Tyr Arg Ser Thr Leu 
67 5 6S0 685 
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263365us~seq-1ist-08231Q (2) ,txt 
Leu Leu He Val Thr Leu Leu Leu Val Thr Arg Phe Lys lie 
690 695 700 



<210> 8 
<2il> 91 
<212> PRT 

<213> Culex pi pi ens 
<400> 8 

lie Glu Pro Asp Asn Pro Asn Ser Asn Arg Asp Ala Leu Asp Lys Met 
15 10 15 

Val Gly Asp Tyr His Phe Thr Cys Asn val Asn Glu Phe Ala Gin Arg 
20 2 5 30 

Tyr Ala Glu Glu Gly Asn Asn Val Phe Met Tyr Leu Tyr Thr His Arg 
35 40 45 

ser lys Gly Asn Pro Trp Pro Arg Trp Thr Gly val Met His Gly Asp 
50 5 5 60 

Glu He Asn Tyr val Phe Gly Glu Pro Leu Asn Ser Ala Leu Gly Tyr 
65 70 75 80 

Gin Asp Asp Glu Lys Asp Phe Ser Arg Lys lie 
85 90 



<210> 9 
<211> 91 
<212> PRT 

<213> Aedes aegypti 
<400> 9 

Thr Glu Pro Glu Asn Pro Asn ser Asn Arg Asp Ala Leu Asp Lys Met 
1 5 10 15 

val Gly Asp Tvr His Phe Thr cys Asn val Asn Glu Phe Ala Gin Arg 

20 25 30 

Tyr Ala Glu Glu Gly Asn Asn Val Tyr Met Tyr Leu Tyr Thr His Arg 
35 40 45 

Ser Lys Gly Asn Pro Trp Pro Arg Trp Thr Gly val Met His Gly Asp 
SO 5 5 60 

Glu lie Asn Tyr Val Phe Gly Glu Pro Leu Asn ser Asp Leu Gly Tyr 
65 70 7 5 80 

Met Glu Asp Glu lvs Asp Phe ser Arg Lys lie 
85 90 



<210> 10 
<211> 91 
<212> PRT 

<213> Aedes albopictus 
<400> 10 

page 16 



263365u5-seq-]ist-082310 (2) „txt 
Thr Glu Pro Glu Asn Pro Asn ser Asn Arg Asp Ala Leu Asp Lys Met 
1 5 10 15 

val Gly Asp Tyr His Phe Thr cys Asn val Asn Glu Phe Ala Gin Arg 
20 25 30 

Tyr Ala Glu Glu Gly Asn Asn Val Tyr Met Tyr Leu Tyr Thr His Arg 
3 5 40 45 

ser Lys Gly Asn Pro Trp Pro Arg Trp Thr Gly Val Met His Gly Asp 
50 5 5 60 

Glu lie Asn Tyr val Phe Gly Glu Pro Leu Asn Ser Asp Leu Gly Tyr 
65 70 75 80 

Met Asp Asp Glu Lys Asp Phe ser Arg Lys lie 
85 "90 



<210> 11 
<21I> 91 
<212> PRT 

<213> Anopheles darlingi 
<400> 11 

Thr Glu Pro Asp Asn Pro Asn Ser Asn Arg Asp Ala Leu Asp Lys Met 
i 5 10 IS 

val Gly Asp Tyr His Phe Thr Cys Asn val Asn Glu Phe Ala Gin Arg 
20 25 30 

Tyr Ala Glu Glu Gly Asn Asn val Tyr Met Tyr Leu Tyr Thr His Arg 
35 40 45 

Ser Lys Gly Asn Pro Trp Pro Arg Trp Thr Gly val Met His Gly Asp 
50 5 5 60 

Glu He Asn Tyr Val Phe Gly Glu Pro Leu Asn Pro Thr Leu Gly Tyr 
65 ' 70 75 80 

Thr Asp Asp Glu Lys Gly Phe Ser Arg Lys lie 
85 90 



<210> 12 
<211> 91 
<212> PRT 

<213> Anopheles sundaicus 
<400> 12 

Thr Glu Pro Asp Asn Pro Asn Ser Asn Arg Asp Ala Leu Asp Lys Met 
1 5 10 15 

val Gly Asp Tyr His Phe Thr Cys Asn val Asn Glu Phe Ala Gin Arg 
"20 25 30 

Tyr Ala Glu Glu Gly Asn Asn val Tyr Met Tyr Leu Tyr Thr His Arg 
35 40 45 

Ser Lvs Gly Asn Pro Trp Pro Arg Trp Thr Gly val Met His Gly Asp 
50 55 60 
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263365us-seq~list~082310 (2) .txt 

Glu lie Asn Tvr val Phe Gly Glu Pro Leu Asn Pro Thr Leu Gly Tyr 
65 70 75 80 

Thr Glu Asp Glu Lys Asp Phe Ser Arg Lys lie 
35 * 90 



<210> 13 
<211> 91 
<212> PRT 

<213> Anopheles minimus 
<400> 13 

Thr' Glu Pro asd Asn Pro Asn ser Asn Arq Asp Ala Leu Asp Lys Met 
1 5 10 15 

val Glv Asd Tvr His Phe Thr Cys Asn Val Asn Glu Phe Ala Gin Arg 
* ' 20 2 5 30 

Tvr Ala Glu Glu Gly Asn Asn val Tyr Met Tyr Leu Tyr Thr His Arg 
35 40 45 

Ser Lys Glv Asn Pro Tro Pro Arq Trp Thr Gly Val Met His Gly Asp 
50 55 60 

Glu lie Asn Tyr val Phe Gly Glu Pro Leu Asn Pro ser Leu Gly Tyr 
65 70 75 80 

Thr Glu Asp Glu Lys Asp Phe Ser Arg Lys lie 
85 90 



<210> 14 
<211> 91 
<212> PRT 

<213> Anopheles moucheti 
<400> 14 

Thr Glu Pro Asp Asn Pro Asn Ser Asn Arg Asp Ala Leu Asp Lys Met 
I 5 10 15 

Val Glv Asp Tyr His Phe Thr Cys Asn Val Asn Glu Phe Ala Gin Arg 
20 25 30 

Tyr Ala Glu Glu Gly Asn Asn Val Tyr Met Tyr Leu Tyr Thr His Arg 
35 40 45 

ser ivs Glv Asn Pro Trp Pro Ara Trp Thr Gly val Met His Gly Asp 
"50 * 55 60 

Glu lie Asn Tvr val Phe Gly Glu Pro Leu Asn Pro Ser Leu Gly Tyr 
65 70 ' 7 5 80 

Thr Glu Asp Glu Lys Asp Phe Ser Arg Lys lie 
8 5 90 



<210> 15 
<211> 91 
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263365us-seq~list-Q82310 (2) .txt 

<212> PRT 

<213> Anopheles arabiensis 
<400> 15 

Thr Glu Pro Asp Asn Pro Asn Ser Asn Arg Asp Ala Leu Asp Lys Met 
1 5 10 IS 

val Glv Asp Tvr His Phe Thr Cys Asn Val Asn Glu Phe Ala Gin Arg 
20 25 30 

Tvr Ala Glu Glu Gly Asn Asn val Tyr Met Tyr Leu Tyr Thr His Arg 
35 40 45 

ser Lys Gly Asn Pro Trp Pro Arg Trp Thr Gly Val Met His Gly Asp 
50 5 5 60 

Glu Tie Asn Tvr val Phe Gly Glu Pro Leu Asn Pro Thr Leu Gly Tyr 
65 * 70 75 80 

Thr Glu Asp Glu Lys Asp Phe Ser Arg Lys lie 
85 90 



<210> 16 
<211> 91 
<212> PRT 

<213> Anopheles funestus 
<400> 16 

Thr Glu Pro Asp Asn Pro Asn Ser Asn Arg Asp Ala Leu Asp Lys Met 
1 5 10 15 

val Gly Asp Tyr His Phe Thr Cys Asn Val Asn Glu Phe Ala Gin Arg 
20 25 30 

Tvr Ala Glu Glu Gly Asn Asn val Tyr Met Tyr Leu Tyr Thr His Arg 
" 35 * 40 45 

Ser i vs Gly Asn Pro Trp Pro Arq Trp Thr Gly val Met His Gly Asp 
"50 5 5 60 

Glu lie Asn Tyr val Phe Gly Glu Pro Leu Asn Pro Ser Leu Gly Tyr 
65 70 75 80 

Thr Glu Asp Glu Lys Asp Phe ser Arg Lys lie 
85 90 



<210> 17 
<211> 91 
<212> PRT 

<213> Anopheles pseudopuncti penni s 
<400> 17 

Thr Glu Pro Asp Asn Pro Asn Ser Asn Arg Asp Ala Leu Asp Lys Met 
1 5 10 15 

val Gly Asp Tyr His Phe Thr Cys Asn Val Asn Glu Phe Ala Gin Arg 
20 2 5 30 
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263365us-seq-list~0823XO (2) ,txt 
Tyr Ala Glu Glu Gly Asn Asn val Tyr Met Tyr Leu Tyr Thr His Arg 
3 5 40 45 

ser lys Gly Asn Pro Trp Pro Arg Trp Thr Gly Val Met His Gly Asp 
"50 55 60 

Glu lie Asn Tyr Val Phe Gly Glu Pro Leu Asn Pro Gly Leu Gly Tyr 
65 70 75 80 

Thr Glu Asp Glu Lys Asp Phe Ser Arg Lys lie 
85 90 



<210> IS 
<21I> 91 
<212> PRT 

<213> Anopheles sacharovi 
<400> 18 

Thr Glu Pro Asp Asn Pro Asn Ser Asn Arg Asp Ala Leu Asp Lys Met 
1 5 10 15 

Val Glv Asp Tvr His Phe Thr Cys Asn Val Asn Glu Phe Ala Gin Arg 
'20 2 5 30 

Tyr Ala Glu Glu Gly Asn Asn Val Tyr Met Tyr Leu Tyr Thr His Arg 
35 40 45 

Ser lvs Gly Asn Pro Trp Pro Arg Trp Thr Gly Val Met His Gly Asp 
50 5 5 60 

Glu lie Asn Tyr val Phe Gly Glu Pro Leu Asn Pro ser Leu Gly Tyr 
65 70 75 80 

Thr Asp Asp Glu Lys Asp Phe Ser Arg Lys lie 
85 90 



<210> 19 
<211> 91 
<212> PRT 

<213> Anopheles stephensi 
<400> 19 

Thr Glu Pro Asp Asn Pro Asn Ser Asn Arg Asp Ala Leu Asp Lys Met 
i 5 10 15 

val Gly Asp Tyr His Phe Thr Cys Asn val Asn Glu Phe Ala Gin Arg 
20 25 30 

Tyr Ala Glu Glu Gly Asn Asn val Tyr Met Tyr Leu Tyr Thr His Arg 
35 40 45 

ser Lys Gly Asn Pro Trp Pro Arg Trp Thr Gly val Met His Gly Asp 
50 55 60 

Glu lie Asn Tyr val Phe Gly Glu Pro Leu Asn Pro Ser Leu Gly Tyr 
"65 70 75 80 

Thr Asp Asp Glu Lys Asp Phe Ser Arg Lys lie 
85 90 
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263365us~seq-list~Q823IQ (2) ,txt 



<210> 20 
<211> 91 
<212> PRT 

<213> Anopheles albimanus 
<400> 20 

Thr Glu Pro Asp Asn Pro Asn Ser Asn Arg Asp Ala Leu Asp Lys Met 
1 5 10 15 

val Gly Asp Tvr His Phe Thr Cys Asn Val Asn Glu Phe Ala Gin Arg 
20 25 30 

Tyr Ala Glu Glu Gly Asn Asn Val Tyr Met Tyr Leu Tyr Thr His Arg 
35 40 45 

Ser Lys Glv Asn Pro Trp Pro Arg Trp Thr Gly Val Met His Gly Asp 
50 5 5 60 

Glu He Asn Tvr val Phe Gly Glu Pro Leu Asn Pro Thr Leu Gly Tyr 
65 ' 70 75 80 

Thr Asp Asp Glu Lys Gly Phe Ser Arg Lys lie 
85 90 



<210> 21 
<211> 91 
<212> PRT 

<213> Anopheles nili 
<400> 21 

Thr Glu Pro Asp Asn Pro Asn ser Asn Arg Asp Ala Leu Asp Lys Met 
1 5 10 15 

val Glv Asp Tvr His Phe Thr Cys Asn Val Asn Glu Phe Ala Gin Arg 
20 25 30 

Tyr Ala Glu Glu Gly Asn Asn val Tyr Met Tyr Leu Tyr Thr His Arg 
35 40 45 

ser Lvs Gly Asn Pro Trp Pro Arg Trp Thr Gly val Met His Gly Asp 
50 55 60 

Glu lie Asn Tyr val Phe Gly Glu Pro Leu Asn Pro Ser Leu Gly Tyr 
65 70 75 80 

Thr Glu Asp Glu Lys Asp Phe Ser Arg Lys Met 
85 90 



<210> 22 
<211> 42053 
<212> DMA 

<213> Anopheles gamhiae 
<400> 22 

tggtaattac aattcccaag tttgcgtatg acaatgttaa atgttaagac gctcaaatgc 60 
aiccaataqa gtataattac taaggcgggc agtagaaacc aaaatatctt aaataatgtc 120 
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26336Sus-seq~]ist~Q82310 (2) .txt 
aagcaaaaca aaaagaacaa ttccgttcac tgctcaaaga aagccetaac taactacxta 180 
accttttcat cgatgaccct gtactgacat ggtaagatat tctttatcct ttaactcttc 240 
tgcaccctac gcactcaatg caacacacgc actactatta ctgctactac txtxgcactc 300 
acgagcacct acttgcactc aagccggcac tcaatgtact agcgaaacac gtcgcatcta 360 
agcactcaca agqaagcaca catttgcaaa tagcacctac cggaacagct ttgaatgtgc 420 
cagcacagca ttgaacagqt tcgcgccttt actxctgtgc tctgttttct cgatcgqaat 480 
gttcgaaagt taaaaagcoc at'tttttcat ctctcttttt ctattettct icgtattttt 540 
atccctctct cgtcgtqttt tttctaaaca ttaccataet tcttccgcta cgaactcgcc 600 
aagaaccaaa acgcaqcgtg egtgcggtgc ttgcggtgt-g tgtgtgtgtg tgtgtattcc 660 
acggctgcga gaagcaagat cggagaacag gcatcattcc cctttcacag acaattgcac 720 
ttttatacta gaacagaaaa cgagacaqea taatttceaa cagcctcatt cactcatacc 780 
agqctcacac cgacttttaa ccgaaacatg tacta'cagaa acaaaaacaa ac&atatgga 840 
gagtgctcgc gctgatacta agttaatatg aagagattac tggcgaggtc atcgatecca 900 
txccgacatx atcgctccag gctccagacx taccaagtcg cctaccatta cctacccacc 960 
accgaccact actxacacag cattatcact tccgcxgccg tcgecgccgc. cgccgacgcc 1020 
gccgacgcca ccaccttcac accgccctgc caaaatgaat gegcattgtt gcgatagatt 1080 
gaatttcctt qgttgttgtt gttgttgqtt ttcttttgac atgirttgtgt gttgtttttt 1140 
ctttctctct ctctctttct gtgqttccaa catttcagac gcatttttta caccatatat 1200 
aggtcacggt gagtccatac gaattataga tgecgagttg ggc.acgctcg agcatgtcca 1260 
cagtggaaca acgccgcggc qacgcggcxt gacgaggcgc gagtxaaact cgggtaagta 1320 
cgcgattgga agtqggggga cgtttaccct accgtqtact actacaacgc actttacccc 1380 
eacacacacg caecggcaga cgcgaacqac aacgatccgc tggtggtcaa cacggataag 1440 
qoacgcatcc gcggcattac ggtcgatgcg cccagcggca agaaggtgga cgtgtggctc 1500 
ggcattccct acgcccagcc gccggtcggg ccgctacggt tccgtcatcc gcggccggcc 1560 
gaaaagtgga ccggcgtgct gaacacgacc acaccgccca acagctgcgt. gcagatcgtg 1520 
gacaccgtgt tcqgcgactt cccggqcgcg accatgtgga acccgaacac gcccctgtcc 1880 
gagqactgtc tatacattaa cgtgcrtggca. ccgcgacccc ggcccaagaa tgcggccgtx 1740 
atgctgtgga tcttcqgcgg cgqctteta.c tccggcaccg ccaccctgga cgt.gtacgac 1800 
caccgggcac ttgcgtcqga gqagaacgtq atcgtggtgt cgctgcagta ccgcgtggcx Ib&O 
agtctgggct tcctatttct cqgcaccecg gaagcqccgg gcaatgcggg actgttcgat 1920 
cagaaccttg cqctacggta ggtgtctttg catgtgtgaa tgagggtata gtattctaac 1980 
gaqgtgctct tctteceatc acttcttggg aqtxagctgg gtgcgggaca acattcaccg 2040 
attcggtgqc gatccqtxgc gtqtqacact gttcggcgag agtgccggtg ccgtctcggt 2100 
atxgctgcat ctgctgtccg ccctttCGeq eqatctgttc cagcgggcca txctgcagag z!60 
cqgctcgccg acqgcaecgt gggcattggt ategcgcgag gaagccacac taaggtacgt 2220 
gccaqctgct gctttcccca aaccaccaae cxgeaacagc teacacaaec ctcttttccg 2280 
tcgctctttt ctcgctxxaq agcactgcgg ttggccgagg cggteggctg cccgcacgaa 2340 
ccgagcaaqc tgagcqatgc ggtxgagtge ctgcgcggca aggacccgca cgtgctggte 2400 
aacaacgagt ggyqcacgct cgacatttgc qagttccGgt tcgtgccggt. ggtcgacggt 2460 
gcgttcctgg acgagacgcc gcagcgtteg ctcgccagcg ggcgcttcaa gaagacggag 2 520 
atcctcaccg gcagcaacac ggag'gaqggc tactaettca tcatctacta cctgaccgag 2580 
ctgctgcgca agaaggaqga cgtgaccgtg acgcgcgagg agttcctgca ggcggtgcgc ^640 
qagctcaacc cgtacqtgaa cgqggeggcc cggcaggcga tcgtgttcga gtacaccgac 2700 
irggaecaagc eggac&aecc qaaeagcaac cgggacgcgc tggacaagat ggtgggcgac 2/60 
tatcacttca cctqcaacgt gaaegagttc gcgcagcggt acgccgagga gggcaacaac 2820 
gtctacatgt atcizgtacac gcaccqcagc aaaqgeaacc cgtggccgcg ctggacgggc 2880 
gtaatacacg qcgacgagat caactacgtg ttcggcgaac cgctcaaccc caccctcggc 2940 
tacaccgaga acgagaaaga ctf.tagecgtj aagatcatgc gatactggtc caactttgcc 300U 
aaaaccgggt aaqtgtgtgt qtcaaacaqc agagtgtcga tcgctctaac accagcgtct 5060 
tctctctict acagcaatxc aaatcccaac acggccagca gcgaattccc cgagtggccc 3120 
aagcacaccq cccacgqacg gcactatctg gagctgggcc tcaacacgtc cttcgtxggt 3180 
eggggceeac cjgttgaggca gtqtgccttc tggaagaagt accttcccca gctagttgca 3<c40 
actaectgta agtctcgtgc aqeacttgaa accccct cxc aeatccccat cagggtccag 3300 
gttgcaataa taaatttcae tftctctctc tcacgtctct tttccccaaa acagcgaacc 3360 
taccagggcc agcactgect agtgaacegt gcgaaagcag cgcatttttt taccgacctg 3420 
atctgat'cgt actgctgqtg tegetgctta cgqcqaccgt cagattcata caataattac 3480 
taccccatcc atggGGtagi: tcgtttaagc tttaagatag tgaggaacaa atttrtccca 3 540 
aacaattttc ccccctttag aqcaqaaccg agggagagat aggactacat agcgaaaagg 3b00 
gaaaacaagt ggtgqcogac qaggagagaa qaagcaaatc gaataatcga agcaacaaca J660 
acaacaacaa aaaaactgca accgggttca ctaaacxcag ggggcagctc agtagcaaac 3720 
tactacttaa ataactactt tcttatggca aattatggca agagcagtcg tgatgggttc 3780 
gatcagt-atc catctgaccg gaqcagetga accgttteat gggcagttgc tgcaatacac 3840 
cac.gacccgt acacacagta acacactttt tatagcttta cactaacaac cactctcccc 3900 
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acqctcctct tccccttccc ctccacacag acagcagcgc cgtttgtagc aggatctact 3960 
accatgcggt ttggtatggc ggccaacaac aetaaacacc acacatctac taaaacacac 4020 
cggaacaata aacaaatgtt aaacttacta tatgaatata catctagacg catatatacg 4080 
cataaactac tacttcccct cgtggtctqa caaaaacaca ttaccttgtc cccccttccc 4140 
cctccgggtt gcttaccacc actgaccccc agtatgaatt tgttccataa taacgcttcg 4200 
ta-actcgct 4209 



<2IG> 23 
<211> 2 557 
<212> DMA 

<213> Anopheles gambiae strain kisumu 



<400> 23 

aatgaatgcg 

ttttgacatg 

ttcagacgca 

cgaqttgggc- 

gaggcgcgag 

gtgtactaca 

ccgctggtgg 

ggcaagaagg 

cggttccgtc 

cccaacagct 

tggaacccga 

ccccggccca 

accgccaccc 

gtgtcgctgc 

ccgggcaatg 

tgaatgaggg 

ctgggtgcgg 

cgagagtgcG 

gttccagcgg 

cgaggaagcc 

cagctcacac 

gaggcggtcg 

qgcaaggatc 

ccgttcgtgc 

agegggcget 

ttcatcatct 

gaggagtfcce 

gcgatcgtgt 

gcgctggaca 

cggtacgccg 

aacecgtggc 

gaaccgctea 

atgcgatact 

cagcagagtg 

ggccagcagc 

gctgggeetc 

gaagaagtac 

cctctcccgc 

acgtctcttj. 

gaaageagcg 

gcgacGgtca 

taagatagtg 

gagggagaga 



cattgttgcg 

rttgtgtgtt 

tttttt.acac 

acgctcgagc 

tccaactcgg 

atgcacttta 

tcaacacgga 

tggacgtgtg 

atccgcggcc 

gcgtgcagat 

acacgcccct 

agaatgcggc 

tggacgtgta 

agtaccgcgt 

cgggactgtt 

tatagtattc 

gacaacattc 

ggtgccgtct 

gccatcctgc 

acgctaaggt 

aaccctcttt 

gctgcGcgca 

cgeacg'tgct 

cggtggtcga 

tcaagaagac 

actacctgac 

tgcaggcggt 

tcgagtacae 

agatggtggg 

aggagggcaa 

cgcgctggac 

aceccaccct 

ggtctaactt 

teg at: eg etc 

gaattccccg 

aacacgtcct 

GttccGcagc 

atcctcaaca 

tccccaaaac 

cattttttta 

gattcataca 

aggaacaaat. 

taggactaca 



atagattgaa 

gttttttctt 

catatatagg 

atgtccacag 

gtaagtaege 

cccccacgca 

taaggggege 

getegge'att 

ggccgaaaag 

cgtggacacc 

gtccgaggac 

cgtcatgctg 

cgaceacegg 

ggccagtetg 

cgatcagaac 

taacgaggtg 

aecggttcgg 

cggtgtcgct 

agageggetc 

acgtgccagc 

tccttcgctc 

cgaaccgagc 

ggteaacaac 

cggtgcgttc 

qqagatcctc 

egagctgetg 

gcgcgagctc 

cgactggacc 

cgactatcac 

caacgtctac 

gggcgtgatg 

cggctacacc 

tgccaaaacc 

taacgccttc 

agtggcGcaa 

tegteggteg 

tagttgeage 

gggtccaggt 

agegaaccta 

ccgacctgat 

ataattacta 

ttttcctaac 

tagegaaaag 



tttccttggt 

tctetctetc 

teaeggtgag 

tggageaacg 

gattggaagt- 

cacgcaccgg 

atccgcggca 

ccctacgccc 

tggaccggcg 

gtgttcggcg 

tgtctgtaca 

tggatcttcg 

gcgcttgcgt 

ggcttcGtgt 

cttgcgctac 

ctcttcttcc 

tggtgatccg 

geatctgetg 

gccgacggca 

tgetgettte 

ttttctcget 

aagctgagcg 

gagtggggca 

etggacgaga 

accggcagca 

cgcaaggagg 

aacccqtacg 

gagceggaca 

ttcacctgca 

atgtatctgt 

cacggcgacg 

gaggacgaga 

gggtaagtgt 

tctcttcaac 

gcacaccgcc 

gggcccacgg 

tacctgtaag 

tgeaataaca 

exagggecag 

ctgategtgc 

ceccatccat 

caatt'tceca 

ggaaaac 



tgttgttgtt 

tctctctgtg 

teegtacgaa 

ccgcggcgac 

ggggggacgt 

cagacgegaa 

ttaeggtega 

agccgccggt 

tgctgaacac 

acttcccggg 

ttaacgtggt 

geggeggett 

eggaggagaa 

ttctcggcac 

ggtaggtgtc 

eateacttct 

tcgcgtgtga 

tcegecctgt 

Gcgtgggcat 

cecaaaccac 

Gcagageact 

atgeggtega 

cgctcggcat 

cgccgcagcg 

acaeggagga 

agggegtgae 

tgaaeggggc 

acccgaacag 

aegtgaacga 

acacgcaccg 

agatcaacta 

aagactttag 

gtgtgtgtgt 

aqcaatccaa 

cacggacggc 

tigaggcagt 

tctcgtgcag 

aatgtatctc 

caccgcccag 

tgetggtgtc 

ggcctagttc 

acccccttta 



gttggttttc 
gttccaacat 
ttatagatgc 
geggtctgae 
ttaccctgcc 
cgacaacgat 
tgcgcccagc 
egggcegtta 
gaccacaccg 
cgcgaccatg 
ggcaccgcga 
ctactccggc 
cgtgatcgtg 
cccggaagcg 
tttgcatggg 
tgggagtcag 
cactgttcgg 
cccgcgatct 
tggtatcgcg 
caacccgega 
gcggttggcc 
gtgtctgcgc 
ttgcgagttc 
ttcgctcgcc 
gggctactac 
cgtgacgcgc 
ggcccggcag 
caaccgggac 
gttcgegcag 
cageaaaggc 
cgtgttcggc 
ceggaagate 
gtgtgtcaaa 
atcccaacac 
actatctgga 
gtgccttetg 
cgc'ttgaaat 
tctctctctc 
tgaaccgtgc 
getgettacg 
ttttaagctt 
gagcagaacc 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1800 

1860 

1920 

1980 

2040 

2100 

2160 

2220 

2280 

2340 

2400 

2460 

2520 

2557 



<210> 24 
<211> 273 
<212> DNA 

<213> Culex pi pi ens strain S-LAB 
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<400> 24 

attgaaccgg acaacccgaa cagcaaccgt 
cacttcacct gcaacgtgaa cgaattcgcc 
ttcatgtacc tgtacacgca cagaagcaaa 
atqcacggcg acgagatcaa ctacgtgttt 
caggacgacg agaaggactt tagccggaaa 



gacgcgctgg acaagatggt cggggattat 60 
cagcggtacg ccgaqgaggg caacaacgtg 120 
ggaaatccct ggccgaggtg gaccggcgtg ISO 
gqcgaaccgc tqaactcggc cctcggctac 240 
att " 273 



<210> 2 5 
<211> 273 
<212> DNA 

<213> Culex pi pi ens strain SR 
<400> 2 5 

atcgaaccqg acaacccaaa cagcaaccgt gacgcgctcg acaagatggt cggggattat 60 
cacttcacct gcaacgtgaa cgagttcgcc cagcggtacg ccgaggaggg caacaatgtg 120 
ttcatgtacc tgtacacgca cagaagcaaa ggaaatccct ggccgaggtg gactggcgtg 160 
atgcacggcg acgagatcaa ctacgtgttt ggcgaaccgc tgaactcggc cctcggctac 240 
caggacgacg agaaggactt tagccggaaa att 273 



<210> 26 
<2X1> 273 
<212> DNA 

<213> Aecfes aegypti 
<400> 26 

actqaaccgg aaaatcccaa cagcaatcgg 
cacttcacgt gtaatgtgaa tgagtttgcc 
tacatgtatc tgtacactca tagaagcaaa 
atgcatggtg acgagatcaa ttatgtgttc 
atggaggatg aaaaagactt cagtaggaag 



gatgcattgg acaaaatggt cggagattat 60 
cagcgatatg cagaagaagg caacaatgtg 120 
ggtaaeccct ggceacggtg gaccggtgtg 180 
ggtgagcctc tgaactctga tctggggtac 240 
att 273 



<210> 27 
<211> 273 
<212> DNA 

<213> Aedes albopictus 
<400> 27 

actqaaccag agaatcccaa cagcaatcgg 
catttcacct gcaacgtgaa cgagtttgcc 
tacatgtatt tgtacactca cagaagcaaa 
atgcatggtg acgagatcaa ctatgtattc 
atggacgatg agaaagattt cagtagaaag 



gatgcgttgg acaaaatggt gggagattat 60 
cagcgatatg cggaagaggg caacaacgtg 120 
gqtalccctt qqccacggtg gaccggggtg 180 
agtgagccgt tgaattccga cctggggtac 240 
ata 273 



<210> 28 
<211> 273 
<212> DNA 

<213> Anopheles darlingi 
<400> 28 

acagaaccgg acaacccgaa cagtaaccgg 
cacttcacgt gtaacgtcaa tgagtttgcg 
tacatgtatc tgtacacgca ccgtagcaaa 
atgcatggtg atgagattaa ctacgtgtt.e 
accgacgatg agaagggttt cagccggaag 



gacgcgctgg acaagatggt cggtgattat 60 
cagcggtacg ccgaggaggg caaeaacgtc 120 
ggcaacccgt ggccccgctg gaccggggtg 180 
ggtqaaccgc tcaacccgac gctcggttac 240 
att 273 



<210> 29 
<211> 273 
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<212> 
<213> 



DNA 

Anopheles sundaicus 



accgagccgq acaacccgaa cagcaaecga gacgcgctgg acaagatggt cggcgactat 60 
cacttcacct gcaacqtcaa cgaqttcgcc cageggtacg ccgaggaggg caacaacgtc ilu 
tacatqtatc tgtacacgea ccgaagcaaa ggcaacccgt ggccacgctg gacgggtgtg 180 
atgcacgatg acgagattaa ttacgtgttt ggagagccgc ttaaccccac gctcggatac <~4u 
accgaggacg agaaggactt tagccggaag ate 



<210> 30 
<211> 273 
<212> DNA 

<213> Anopheles minimus 

<400> 30 A cc< 

accgaaccaq ataatccgaa cagcaaccgg gatgeactgg acaagatggt gggegaetae 60 
catttcacct gtaacgtgaa egagttcgea cageggtacg ccgaggaggg caacaatgta i^u 
tacatgtacc tgtacacgea ccgaagcaaa ggcaacccgt ggccacgctg gaeeggegtt isu 
atgcacggtg acgagattaa ctacgtgttc ggggaacege tcaacccaag cctcggctac ^40 
accgaagacg agaaagactt tagccggaag ate 



<210> 31 
<211> 273 
<212> DNA 

<2I3> Anopheles moucheti 
<400> 31 

accgaaccag ataatccgaa cagcaaccgg 
catttcacct gtaacgtgaa egagttcgea 
tacatgtacc tgtacacgea ccgaagcaaa 
atgcacggtg acgagattaa ctacgtgttc 
accgaagacg agaaagactt tagccggaag 



gaegcactqg acaagatggt gggegaetae 60 
cageggtacg ccgaggaggg caacaatgta 120 
ggcaacccgt ggccacgctg gaeeggegtt 180 
ggggaacege tcaacccaag cctcggctac 240 
ate" 273 



<21Q> 32 
<211> 273 
<212> DNA 

<213> Anopheles arabiensis 
<400> 32 

accgagcegg acaacccgaa cagcaaccgg 
cacttcacct gcaacgtgaa cgagttcgcg 
tacatgtatc tgtacacgea ccgcagcaaa 
atgeaeggcg acgagatcaa ctacgtgttc 
accgaggacg agaaagactt tagccggaag 



gaegcqttgg acaagatggt gggegactat 60 
cagcgqtacg ccgaggaggg caacaacgtc 120 
ggcaacccgt. gqccacgctg gaegggegtg 180 
ggcgaaccgc teaaccccac cctcggctac 240 
ate" ^73 



<210> 33 
<211> 273 
<212> DNA 

<213> Anopheles funestus 
<400> 33 

accgagcegg acaacccgaa cagcaaccgt 
catttcacct gcaacgtgaa cgagttcgcc 
tacatgtacc tgtacacgea ccgaagcaaa 
atgcacggtq atgagattaa ctatgtgttc 
accgaggacg agaaagactt tagccggaag 



caacgcgctcg acaaaatggt gggegactat 60 
cageggtacg ccgaggaggg caacaatgta 120 
ggcaaeccat ggccacgctg gaegggegtt 180 
ggggaacege tcaatcccag cctcggctac 240 
ate" 27 3 
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<210> 
<211> 
<212> 
<213> 



34 



DNA 



Anophel es pseudopuncti penni s 



<400> 34 

accgagccgg 

cacttcacgt 

tacatgtatc 

atgcatgggg 

accgaggacg 



acaacccgaa 
gcaacgtgaa 
tgtacacgca 
acgagattaa 
agaaggactt 



cagcaaccgg 
cgagttcgcc 
ccgaagcaaa 
ctacgtgttt 
tagccgcaag 



gacgcgctgg 
cagcgctacg 
ggcaacccgt 
ggggaaccgc 
ate 



acaagatggt 
ccgaagaggg 
ggccgcgctg 
ttaacccggg 



gggegactae 
caacaaegtg 
gaccggcgtc 
geteggctat 



60 

120 

180 

240 

273 



<210> 35 
<211> 273 
<212> DNA 

<213> Anopheles sacharovi 
<400> 35 

accgagccgg acaacccgaa cagcaaccgg 
cacttcacct gcaacgtgaa cgagttcgcg 
tacatgtacc tgtacacgca caggagcaaa 
atgcatggcq acgagatcaa ctacgtgttc 
accgatgacg agaaagactt tagceggaag 



gacgcgctgg acaagatggt eggtgactae 60 
cageggtacg ccgaggaggg caacaacgtc 120 
ggcaacccat ggccgcgctg gaccggcgtc 180 
ggcgaaccgc tcaatcccag cctaggctac 240 
att~ 273 



<210> 36 
<211> 273 
<212> DNA 

<213> Anopheles stephensi 
<400> 36 

accgaaccqg acaatccgaa cagcaaccgg 
catttcacgt gcaacgtgaa egagttcgea 
tacatgtatc tgtacacgca ccgaagcaaa 
atgcatgggg acgaaattaa ctacgtgttc 
accgacgacg agaaagactt tagceggaag 



gatgeattgg acaaaatggt gggegattae 60 
cagegatacg ccgaggaggg caacaatgtg 120 
ggcaatccgt ggccacgetg gaeeggegtt 180 
ggggaaccgc tcaaccctag ccttggttac 240 
ate 273 



<210> 37 
<211> 273 
<212> DNA 

<213> Anopheles albimanus 
<400> 37 

aeggagcegg acaatccgaa cagcaaccgg 
cactttacgt gcaa.c9-tc.aa cgagttcgcg 
tacatgtatc tgtatacgea ccgcagcaaa 
atgcatggcg atgagatcaa ctacgtgttt 
accgacgacg agaagggc.it. cagceggaag 



gaegcactgg acaagatggt eggegattat 60 
cageggtacq ccgaggaggg caacaacgtc 120 
ggcaatccgt ggccccgttg gaegggegtg 180 
ggtgaaccgc tgaacccgac gctcggctac 240 
ate 273 



<210> 38 
<211> 273 
<212> DNA 

<213> Anopheles nili 
<400> 38 

accgagccgg ataacccgaa cagcaaccgg 
cacttcacgt gcaacgtgaa cgagttcgcc 
tacatgtacc tctacacgca ccggagcaaa 
atgcacggtg acgagatcaa ctacgtgttc 
accgaggacg agaaggactt cagccgcaag 



gaegegttag acaagatggt gggegactae 60 
cageqgtacg ccgaggaggg caacaacgtc 120 
ggcaatccct gqccgcgttg gaegggegte 180 
ggggaaccgc ttaacccgag cctcggctac 240 
atg 273 
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<210> 39 
<211> 24 
<2I2> DNA 

<213> Artificial Sequence 
<22Q> 

<223> Synthetic DNA 
<400> 39 

atmgwgttyg agtacacsga ytgg --4 

<210> 40 
<211> 24 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> Synthetic DNA 

<400> 40 _ 
ggcaaarttk gwecagtatc kcat 24 

<210> 41 
<211> 20 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> synthetic DNA 
<400> 41 

ggygckacma tgtggaaycc 20 

<210> 42 

<211> 24 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Synthetic DNA 

<400> 42 

accamratca cgttytcytc cgac 24 

<210> 43 
<211> 23 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> Synthetic DNA 
<400> 43 

tacatcaacg tggtcgtgcc acg « 



<210> 44 
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<211> 19 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA 
<400> 44 

gtcacggttg ctgttcggg 



<210> 45 
<211> 16 
<212> DNA 

<213> Artificial Sequence 
<220> 

<22 3> Synthetic DNA 
<40Q> 45 

cgacgccacc ttcaca 



<21G> 46 
<21I> 20 
<212> DNA 

<2I3> Artificial sequence 
<220> 

<223> Synthetic DNA 
<4Q0> 46 

gatggcccgc tggaacagat 



<210> 47 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DMA 
<400> 47 

gggtgcggga caacattcac 



<210> 48 
<211> 17 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> Synthetic DNA 
<400> 48 

ccccgaccga cgaagga 



<210> 49 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
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<220> 

<223> Synthetic DNA 
<400> 49 

agatggtggg cgactatcac 

<210> 50 
<211> 20 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> Synthetic DNA 

<400> 50 7n 
ctcgtccgcc accacttgtt ^ u 

<210> 51 

<211> 585 

<212> PRT 

<213> Ciona intestinal is 

<400> 51 

Leu Pro Arq Tyr Gly ser val Arg Gly Lys His Val Glu ser Pro Pro 
1 5 ' 10 15 

Arq His Gin Arg lie Ala Ala Phe Leu Gly lie Pro Phe Ala ser Pro 
20 25 30 

pro val Gly Glu Leu Arg Phe Ala Ala Pro Gin Pro Pro Leu ser Trp 
35 " 40 45 

Glu Pro Asp val Arg Gin Thr Thr Glu Phe Gly Asn Ser cys val Gin 
50 55 60 

lie asp Asp Glu Val Phe Gly Asn Phe Arg Glu Met Trp Asn Ala pro 
65 70 75 80 

Asn leu Lys ser Glu Asp cys Leu Tyr Leu Asn He Trp Thr Pro Arg 
85 90 95 

lie Pro Thr ser Thr Arq ser Gin Pro Leu Ala val Met val Trp lie 
100 105 110 

Tvr Gly Gly Ser Phe Tyr Ser Gly Thr Thr Ala Leu Ala Leu Tyr Asp 
115 120 125 

Gly Arg Tyr Leu Ala Ala Gin Gly Gly Val val val val Ser He Asn 
130 135 140 

Tyr Arc* Leu Gly Pro Leu Gly Phe Leu Ala Pro Leu Ala Gly Thr Pro 
145 " * 150 15 5 160 

Gly Asn Ala Gly Leu Leu Asp Gin Gin Leu Ala Leu Lys Trp val Arg 
165 170 175 

Asp Asn lie Arg Ala Phe Gly Gly Asn Pro Asp Asn val Thr Leu Met 
180 185 190 

Gly Glu ser Ala Gly Ala Ala ser He Gly Leu His Thr val Ala Pro 
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195 200 205 

^er Ser Arq Gly Leu Phe Asn Arg val lie Phe Gin Ser Gly Asn Gin 
210 ' 215 220 

Met Thr pro Trp ser Thr lie Ser Leu Pro Thr Ser Leu Asn Arg Thr 
225 230 235 240 

Arq lie Leu Ala Ala Asn Leu Arg Cys Pro Asn Pro Arg Thr ser ser 
245 250 255 

Glu Leu Asp val Leu Thr Cys Leu Arg Ser His Ser Ala val Asp val 
260 265 2/0 

Phe Ser Asn ser Trp lie Thr Gin Glu lie Phe Asp Phe Pro Phe val 
275 280 285 

pro val His Gly Thr ser Phe Leu Pro Glu His Pro His Glu val Thr 
290 * 295 300 

Arg Lys Gly Glu Gin Ala Asp val Asp val Met Ala Gly His Asn Thr 
305 310 315 3^0 

Asn Glu Gly ser Tyr Phe Thr Leu Tyr Thr val Pro Gly Phe Asn lie 
325 330 33t> 

Ser ser Gin ser lie Leu Ser Lys Lys Glu Tyr He Asp Gly lie Ala 
340 345 3^0 

Leu ser Glv lie lys Thr Asn Glu Leu Gly Arg ser Gly Ala Ala Phe 
355 360 365 

Met Tvr Ala Asp Trp Glu Asn Pro asp ash val Leu Gin Tyr Arg Asp 
370 375 380 

Gly val Asn Glu lie val Gly Asp Phe His val val cys Pro Thr val 
385 390 395 400 

Leu Leu Thr Lys Arg His ser Arg Thr Phe ser Asn Asn Asn val Tyr 
405 410 415 

Leu Tyr His Leu Ser Tyr Arg Leu ser Asn Asn Pro Trp Pro Ala Trp 
420 425 430 

Met Gly val Met His Gly Tyr Glu lie Glu Leu Met Phe Gly Thr Pro 
435 440 44b 

Tro Phe Gly Thr Ser Gin Phe Thr Ser Gly Tyr Asn Asp Val Asp Arg 
450 455 460 

Ser val Ser Arg Arg Met Val His Tyr Trp Thr Asn Phe Ala Lys Phe 
465 470 475 480 

Glv Asn Pro Asn Gly Leu Arg Ser Ala Asn Glu Leu Asp Leu Arg Ser 
485 490 495 

Thr Asp Trp Pro Arg Phe Asp Asp val Arg Gin Arg Tyr Leu Glu lie 
500 505 510 

Gly lie Asp Asp Asp val Met Gly Pro Phe Pro Asn Ser Phe Arg Cys 
515 520 52^ 

Ala Phe Trp Glu Arg Tyr Leu Pro ser Leu Lys Leu Ala ser Ser Ala 
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530 535 540 

Asp Met Asp Glu Val Glu Thr Lys Trp Lys lie Glu Phe Asn Arg Trp 
545 ' 550 555 *bQ 

Thr Glu Ser Met Asp Leu Trp Asp Arg Ser Phe Lys Ala Tyr Ser Lys 
565 570 :>75 

Asp Gly Lys Gin Ser Ser Cys Pro Asn 
580 585 



<210> 52 
<211> 583 
<212> PRT 

<213> Ciona savignyi 

Gly°ser 2 l1e Gin Gly Lys His val Glu val Thr Ala His Arg Gin Arg 
1 ' 5 10 15 

Tyr Gly Arg val Ala Thr Phe Gin Gly He Pro Phe Ala Gin Pro Pro 
20 25 i0 

val Gly Glu Leu Arg Phe Ala Ala Pro Gin Pro pro Leu ser Trp Glu 
" 3 5 40 45 

pro Asp val Lys Met Thr ser Glu Phe Gly Asn Ser Cys lie Gin Glu 
50 5 5 60 

Asp Asp Leu val Phe Gly Asn Phe Thr Gly Gly ser Gin Met Trp Asn 
65 70 75 b0 

Ser Pro Asn Ala Lys Ser Glu Asp Cys Leu Tyr Leu Asn Val Trp Thr 
85 90 95 

Pro val Arq ser Arq His Ala Glu Pro Leu Ala Val Leu Val Trp lie 
" 100 " 105 110 

Tvr Glv Gly Ser Tyr Tvr Ser Gly Thr Ser Ser Leu Ala Leu Tyr Asp 
115 ' ' 120 125 

Gly Arg Tyr Leu Ala Ala Thr Gly Gly val val val val Ser Leu Asn 
130 135 140 

Tvr Arq Leu Gly Pro lie Gly Phe Leu Ala Pro Leu Ala Asp Glu Thr 
145 150 15 5 160 

pro Gly Asn Val Gly Leu Leu Asp Gin Gin Leu Ala Leu Lys Trp val 
165 170 I?* 

Arq Asp Asn lie Arg Glu Phe Gly Gly Asn Pro Asn Asn Val Thr val 
180 185 190 

Met Gly Glu Ser Ala Gly Ala Ala Ser lie Gly Leu His Thr lie Ala 
195 200 205 

pro Ser ser Arq Gly Leu Phe Ser Arg Val lie Leu Gin Ser Gly Asn 
210 215 220 

Gin Met Thr Pro Trp Ser Thr He Ser Leu Glu Thr ser Leu Asn Arg 
2?5 230 235 240 
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Thr Ara Thr Leu Ala 
245 

ser Glu Ala Asp lie 
260 

val Phe Ala Gly Ser 
275 

val Pro val His Gly 
290 

Thr Arg Arg Gly Asp 
305 

Thr Asn Glu Gly Ser 
325 

lie Thr Thr Asn Ser 
340 

Asp Leu ser Gly Leu 
355 

Phe Met Tvr Thr Asp 
370 

Asp Ala val Asn Glu 
385 

val Leu Val Ser Lys 
405 

Phe Leu Tvr His Leu 
420 

Trp Met Gly Val Met 
435 

Pro Trp Phe Gly Asn 
450 

Arg Ser val ser Arg 
465 

Phe Gly Asn Pro Asn 
485 

Asp Trp Pro Arg Phe 
500 

Asp Asp Asp val Thr 
515 

Phe Trp Gin Lys Tyr 
530 

Asp Glu val Glu Thr 
545 

ser Met Asp Leu Trp 
565 



263365us-seq-l i st-082310 C2) . txt 

Ala Asn Leu Asn cys Pro Lys Pro Arg Thr Ala 
250 255 

Leu Ala Cys Leu Arg Thr His Thr Ala Asn Glu 
265 270 

Trp lie Thr lys Glu lie Phe Asp Phe Pro Phe 
280 285 

Thr Thr Phe Leu Pro Glu His Pro His Glu val 
295 300 

Gin Ala Glu val Asp Val Leu Ala Gly Tyr Asn 
310 315 320 

Tvr Phe Thr lie Tyr Thr Val Pro Gly Tyr Asn 
330 335 

val Leu Asn Arg Arg Gin Tyr Leu Ala Gly val 
345 350 

lys Thr Asn Thr Met Gly Arg Ser Ala Ala Ala 
360 365 

Trp Glu Asn Leu Asp Asn Glu Leu Gin Tyr Arg 
375 380 

Tie val Glv Asp Phe His Val val cys Pro Thr 
390 " 395 400 

Arq His Ser Asn Ser Phe Pro Asn Arg Asn val 
410 415 

Ser Tyr Arg val Ser Thr Asn Pro Trp Pro lie 
425 430 

His Gly Tyr Glu He Glu Leu Met Phe Gly Thr 
440 445 

ser ivs Phe Thr Arg Gly Tyr Ser Asp Leu Asp 
455 460 

Arg Met Val Arg Tyr Trp Thr Asn Phe Ala Lys 
470 475 480 

Gly Leu Arq Asn Gin Asn Gin Glu Leu Val Ser 
430 495 

Asn Asp val Thr Gin Arg Tyr Leu Glu lie Ala 
505 510 

Met Ala Pro Phe Pro Asp ser Phe Arg Cys Ala 
520 525 

Leu Pro ser Leu Gin Leu Ala ser Ser Asn Met 
53 5 540 

iys Trp Lys lie Glu Phe His Arg Trp ser Glu 
5 50 5 55 560 

Asp Arq Ser Phe Lys Ala Tyr ser ser Asp Asp 
570 $75 
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Lys Gin Asn Ser Cys Pro Asn 
580 



<210> 53 
<211> 645 
<212> PRT 

<213> Anopheles gamfaiae 

<400> S3 n n 

Met Ala Ser Ala Tyr Tyr His Gin Ser Ala va i Gly val Gly Asn Vaj 
1 5 10 15 

Leu val Leu Leu Leu Gly Ala Thr val lie cys Pro Ala Tyr Ala He 
20 2 5 30 

lie Asp Arg Leu Val val Gin Thr ser ser Gly Pro lie Arg Gly Arg 
35 40 45 

Ser Thr Met val Gin Gly Arg Glu val His val Phe Asn Gly Val pro 
50 * 55 60 

Phe Ala Lys Pro Pro val Asp Ser Leu Arg Phe Lys Lys Pro val Pro 
65 ' 70 '75 80 

Ala Glu Pro Trp His Glv val Leu Asp Ala Thr Arg Leu Pro Pro ser 
85 90 95 

Cvs lie Gin Glu Arg Tyr Glu Tyr Phe Pro Gly Phe Ala Gly Glu Glu 
100 " 105 110 

Met Trp Asn Pro Asn Thr Asn val Ser Glu Asp cys Leu Tyr Leu Asn 
' 115 120 125 

lie Trp val Pro Thr Lys Thr Arg Leu Arq His Gly Arg Gly Leu Asn 
130 * 13 5 140 

Phe Gly ser Asn Asp Tyr Phe Gin Asp Asp Asp Asp Phe Gin Arg Gin 
145 150 15 5 160 

His Gin ser Lys Gly Gly Leu Ala Met Leu val Trp lie Tyr Gly Gly 
" 16*5 170 175 

Gly Phe Met ser Gly Thr ser Thr leu Asp He Tyr Asn Ala Glu lie 
180 185 190 

Leu Ala Ala val Gly Asn val lie val Ala Ser Met Gin Tyr Arg val 
195 200 205 

Glv Ala Phe Gly Phe Leu Tyr Leu Ala Pro Tyr lie Asn Gly Tyr Glu 
210 215 220 

Glu Asp Ala Pro Gly Asn Met Gly Met Trp Asp Gin Ala Leu Ala lie 
225 230 235 240 

Arq Trp Leu Lys Glu Asn Ala Lys Ala Phe Gly Gly Asp Pro Asp Leu 
" 245 250 255 

He Thr Leu Phe Gly Glu ser Ala Glv Gly Ser Ser val ser Leu His 
260 265 270 
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Leu leu ser Pro val Thr Arg Gly Leu Ser Lys Arg Gly lie Leu Gin 
275 280 285 

Ser Gly Thr Leu Asn Ala Pro Trp ser His Met Thr Ala Glu Lys Ala 
290 295 300 

Leu Gin lie Ala Glu Gly Leu lie Asp Asp Cys Asn Cys Asn Leu Thr 
305 310 315 320 

Met Leu Lys Glu Ser Pro Ser Thr val Met Gin Cys Met Arg Asn Val 
325 330 335 

Asp Ala Lys Thr lie ser val Gin Gin Trp Asn ser Tyr ser Gly lie 
340 345 350 

Leu Gly Phe Pro Ser Ala Pro Thr lie Asp Gly val Phe Met Thr Ala 
355 360 365 

Asp Pro Met Thr Met Leu Arg Glu Ala Asn Leu Glu Gly lie Asp lie 
370 375 380 

Leu Val Gly Ser Asn Arg Asp Glu Gly Thr Tyr Phe Leu Leu Tyr Asp 
385 390 395 400 

Phe lie Asp Tyr phe Glu Lys Asp Ala Ala Thr Ser Leu Pro Arg Asp 
405 410 415 

Lys Phe Leu Glu lie Met Asn Thr lie Phe Asn Lys Ala Ser Glu Pro 
420 425 430 

Glu Arg Glu Ala lie lie Phe Gin Tyr Thr Gly Trp Glu Ser Gly Asn 
435 440 445 

Asp Gly Tyr Gin Asn Gin His Gin val Gly Arq Ala val Gly Asp His 
450 " 455 460 

Phe Phe lie Cvs Pro Thr Asn Glu Phe Ala Leu Gly Leu Thr Glu Arg 
485 ~ " 470 475 480 

Gly Ala Ser val His Tyr Tyr Tyr Phe Thr His Arg Thr Ser Thr ser 
485 490 495 

Leu Trp Gly Glu Trp Met Glv val Leu His Gly Asp Glu val Glu Tyr 
* 500 505 510 

lie Phe Gly Gin Pro Met Asn Ala Ser Leu Gin Tyr Arg Gin Arg Glu 
515 520 525 

Arg Asp Leu Ser Arg Arg Met val Leu ser Val Ser Glu Phe Ala Arg 
530 535 540 

Thr Gly Asn Pro Ala Leu Glu Gly Glu His Trp Pro Leu Tyr Thr Arg 
54 5 550 555 560 

Glu Asn Pro lie Tyr Phe lie Phe Asn Ala Glu Gly Glu Asp Asp Leu 
565 570 57 5 

Arq Gly Glu Lys Tvr Gly Arg Gly Pro Met Ala Thr Ser Cys Ala Phe 
580 ' 585 590 

Trp Asn Asp Phe Leu Pro Arg Leu Arg Ala Trp Ser val pro Leu Lys 
595 " 600 605 
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<400> 56 

atq gag ate cqa ggc eta ata acc cga tta ctg ggt cca tgt cac erg 

Met- Glu lie Arg Gly Leu lie Thr Arg Leu Leu Gly Pro Cys H\s Leu 
1 5 10 15 



ga cat ctg ata ctg tqc agt ttg ggg ctg tac tec ate etc gtg cag 
rq His Leu lie Leu Cys ser Leu Gly Leu Tyr Ser lie Leu va I Gin 
20 25 30 



c 

Arg 



teg tea tcq teg tta get gaa qag gee acg ctg aat aaa gat tea gat 
Ser ^er Ser Ser Leu Ala Glu Glu Ala Thr Leu Asn Lys Asp ser Asp 
"65 " ~ " 70 75 80 

Page 3 5 
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Asp Pro Cys Lys Leu Asp Asp His Thr ser lie Ala Ser Thr Ala Arg 
' 610 ~ 615 620 

Ala Ala Pro Thr Val Ala Leu Leu lie Ala Leu ser Leu Ala val Ala 
625 630 635 640 

Arg Leu val Ala Ala 
645 

<210> 54 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA 
<400> 54 

ccacacgcca gaagaaaaga 

<210> 5 5 

<211> 19 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Synthetic DNA 

<400> 5 5 

aaaaacggga aegggaaag xy 

<210> 56 
<21I> 2109 
<212> DNA 

<213> culex pi pi ens strain SR 

<220> 

<221> CDS 

<222> (I) (2106) 



48 



96 



144 



teg ate cat tgc egg cat cat gac ate ggt agt teg gtg gca cac cag 

ser val His Cvs Arg His His Asp lie Gly Ser Ser Val Ala His Gin 

35 40 45 

eta gga teg aaa tac tea caa tea tec teg tta teg tea tec teg caa 192 

leu Giv Ser Lys Tyr Ser Gin Ser ser Ser Leu Ser Ser Ser Ser Gin 

5b 5 5 60 



240 
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145 



gcg arc atg tgg aac ccg aac aca ccc etc teg gag gac tgt ctg tac 
Ala Thr Met Trp Asn Pro Asn Thr Pro Leu ser Glu Asp Cys Leu Tyr 
210 215 220 

ate aac qtg gtc gtg cca agg ccg agg ccc aag aat gec get gtc atg 
lie Asn vat Val vat Pro Arcs Pro Arg Pro Lys Asn Ala Ala va I Met 
?2 5 " 230 235 240 



ctq tqq ate ttt ggg ggt aqc ttc tac tec ggg act gec acg ttg gac 
feu Trp lie Phe Gly Gly ser phe Tyr Ser Gly Thr Ala Thr Leu Asp 
245 2 50 255 



ccg gaq gca cct qgt aac gcg ggg ctg ttt gat caa 
Pro Glu Ala Pro Gly Asn Ala Gly Leu Phe Asp Gin 
290 295 300 

aaa tqq qtc cqc gac aac ate cac egg ttc ggc ggt gac ccc teg egg 
Arg Trp val Arg Asp Asn lie His Arg Phe Gly Gly Asp Pro Ser Arg 
305 310 315 3ZU 

qtc aca ctg ttc ggc gag age gee gga gcg gtc teg gtt teg ctg cac 
val Thr Leu Phe Gly Glu ser Ala Gly Ala val Ser val ser Leu his 
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aca ttt ttt aca cca tat ata ggt cac gga gat tct gtt cga att gta 
Ala Phe Phe Thr Pro Tyr lie Gly His Gly Asp ser val Arg lie val 
85 90 95 

qat gec gaa tta ggt aca tta gag cgc gag cat ate cat age act acg 336 
Asp Ala Glu Leu Gly Thr Leu Glu Arg Glu His He His Ser rhr Thr 
100 105 110 

acc egg egg cgt ggc ctg acc egg agg gag tec age tec gat gec acc 384 
Thr Arq Arg Arg Gly Leu Thr Arq Arg Glu Ser Ser Ser Asp Ala Thr 
115 120 125 

gac teg gac cca ctg gta ata acg acg gac aag ggc aaa ate cgt gga 432 
Asp ser Asp Pro Leu val He Thr Thr Asp Lys Gly Lys lie Arg Gly 
130 135 140 

acq aca ctg gaa gcg cca agt gga aag aag gtg gac gca tgg atg ggc 
Thr Thr leu Glu Ala Pro Ser Gly Lys Lys val Asp Ala Trp Met Gly 

150 155 160 



480 



528 



att ccq tac. gcg cag ccc ccg ctg ggt ccg etc egg ttt cga cat ccg 
Tie Pro Tyr Ala Gin Pro Pro Leu Gly Pro Leu Arg Phe Arg riis Pro 
165 170 1/5 

cqa ccc gee qaa aga tgq acc ggt gtg ctg aac gcg acc aaa cca ccc 576 
Arq Pro Ala Glu Arg Trp rhr Gly val Leu Asn Ala Thr Lys Pro Pro 
180 185 190 

aac tec tgc gtc cag ate gtg gac acc gtg ttc. ggt gac ttc ccg ggc 624 
Ash ser cys val Gin He val Asp Thr vat Phe Giy Asp Phe Pro Gly 
195 200 205 

672 



720 



768 



ate gtg gtt 816 



gtg tac gat eat egg acg ctg gee teg gag gag aac gtg ate gtg gtt 

val Tyr Asp His Arg Thr Leu Ala Ser Glu Glu Asn va! lie val vai 

260 " 265 270 

teg ctg cag tac cgt gtc gca agt ctt ggt ttt etc. ttc ctg ggc act 864 

Ser Leu Gin Tyr Arg val Ala ser Leu Gly Phe leu Phe Leu Gly Thr 

??S ' 280 28a 



caa aac ctg gca ctg 912 
Asn Leu Ala Leu 



960 



1008 
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325 330 335 

ctg ctg teg gcg etc teg egg gac ctg ttc cag egg gee ate etc cag 1056 

Leu Leu Ser Ala Leu Ser Arg Asp Leu Pbe Gin Arg Ala lie Leu Gin 
340 345 350 

agt gqc tec ecg acq gec cca tag gcg ctg gtt teg cgc gaa gaa get 1104 

Ser Gly Ser Pro Thr Ala Pro Trp Ala Leu val Ser Arg Glu Glu Ala 
355 360 365 

acg ctt aga get ctt cgt ctg gec gag gec gtc aac tgt ccg cac gat 

xhr Leu Arg Ala Leu Arg Leu Ala Glu Ala val Asn cys Pro His Asp 
370 375 380 

gcg acc aag ctg age gat gec gtc qaa tgt ctg cga acc aag gat ccg 1200 

Ala Thr tys Leu Ser Asp Ala Val Glu Cys Leu Arg Thr Lys Asp Pro 
385 390 395 400 

aac aag ctg gtc gac aat gag tgg gqc acg ctg ggg ate tgc gag ttt 1248 

Asn Glu Leu Val Asp Asn Glu Trp Gly Thr Leu Gly lie Cys Glu Phe 

405 410 415 



ccg ttc gtt ccg gtt gtg gac ggt gec ttc etc gat gag aca ccg cag 
Pro Phe val pro val Vat Asp Gly Ala Phe Leu Asp Glu Thr Pro Gin 
420 42 5 430 



aag tgg act gqc qtg atg cac gqc gac gag ate aac tae gtg ttt gqc 
Arg Trp Thr Gly Vat Met His Gly Asp Glu lie Asn Tyr val Phe Gly 
565 570 575 



1152 



1296 



cgt teg ttg gee age ggt cgc ttc aag aaa acg gac ate ctg acc gqc 1344 
Arcs Ser Leu Ala Ser Gly Arg Phe Lys Lys Thr Asp lie Leu Thr Gly 
435 440 ' 445 

age aac acc gag gag gqt tac tac ttt ate att tae tat eta acc gaa 1392 
Ser Asn Thr Glu Glu Gly Tyr Tyr Phe lie lie Tyr Tyr Leu Thr Glu 
450 " 45 5 460 

ctg etc agg aaa gag gaa ggg gtc acg gta aca cgc gag gag ttc eta 1440 
[eu Leu Arq Lys Glu Glu Gly Val Thr Val Thr Arg Glu Glu Phe Leu 
465 " * 470 47 5 480 

cag gec ate egg gag ttg aat ccg tac gtg aac ggt gec gec egg cag 1488 
Gin Ala val Arg Glu Leu Asn Pro Tyr Val Asn Gly Ala Ala Arg Gin 
485 490 495 

qcc ate qta ttc gag tac acg gac tgg ate gaa ccg gac aac ccg aac 1536 
Ala Tie Val Phe Glu Tyr Thr Asp Trp lie Glu Pro Asp Asn Pro Asn 
500 505 510 

aqc aac cgt gac gcg etc gac aag atg gtc ggg gat tat cac ttc acc 1584 
Ser Asn Arg Asp Ala Leu Asp Lys Met val Gly Asp Tyr His Phe Thr 
515 520 525 

tgc aac gtq aac gag ttc gec cag egg tac gec gag gag gqc aac aat 1632 
Cys Asn Val Asn Glu Phe Ala Gin Arq Tyr Ala Glu Glu Gly Asn Asn 
" 530 535 540 

gtg ttc atg tac ctg tac acg cac aga age aaa gga aat ccc tgg ccg 1680 
Val Phe Met Tyr Leu Tyr Thr His Arg Ser Lys Gly Asn Pro Trp Pro 
545 550 555 560 



1728 



gaa ccg ctg aac teg gec etc ggc tac cag gac gac gag aag gac ttt 1776 
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Glu Pro Leu Asn Ser Ala Leu Gly Tyr Gin Asp Asp Glu Lys Asp Phe 
580 585 590 

aqc egg aaa art atq cga tac tgg tec aac ttt gec aag act gqc aat 1824 
ser Arq Lys lie Met Arg Tyr Trp Ser Asn Phe Ala Lys Thr Gly Asn 
^95 " 600 605 



cca aac ccq agt acq ccg age gtg gac ctg ccc gaa tgg ccc aag cac 
Pro Asn Pro Ser Thr Pro Ser val Asp Leu Pro Glu Trp Pro Lys His 
610 615 620 

acc gec cac gga cga cac tat ctg gag ctg gqa ctg aac acg acc ttc 
Thr Ala His Gly Arq His Tyr Leu Glu Leu Gly Leu Asn ?hr Thr Phe 
62 5 " 630 " 635 640 

gta qga cqq ggc cca cga ttg egg cag tgc get ttc tgg aag aaa tat 
vat Gly Arq Gly Pro Arg Leu Arg Gin Cys Ala Phe Trp Lys Lys Tyr 
64 5 650 65 s 

ttg cca caa eta gta gca get acc tct aac etc caa gta act ccc gcg 
Leu Pro Gin Leu val Ala Ala Thr ser Asn Leu Gin val Thr Pro Ala 
660 665 670 

cct age gta cct tgc gaa aqc age tea aca tct tat ega tec act eta 
pro ^er val Pro Cvs Glu sir ser ser Thr ser Tyr Arg ser Thr Leu 
67 5 680 685 

ctt eta ata gtc aca eta ctt tta gta acg egg ttc aag att taa 
Leu Leu lie val Thr Leu Leu Leu val Thr Arg Phe Lys He 
690 695 700 

<210> 57 
<211> 702 
<212> PRT 

<213> Culex pi pi ens strain SR 

<400> 57 . s 

Met Glu lie Arq Gly Leu lie Thr Arg Leu Leu Gly Pro Cys His Leu 
1 5 10 15 

Arq His leu He Leu Cys ser Leu Gly Leu Tyr Ser He Leu val Gin 
20 2 5 30 

ser val His cys Ara His His Asp lie Gly ser Ser val Ala His Gin 
35 40 45 

leu Glv ser Lvs Tyr ser Gin Ser Ser Ser Leu Ser Ser Ser Ser Gin 
50 " 55 60 

ser ser ser Ser Leu Ala Glu Glu Ala Thr Leu Asn Lys Asp ser Asp 
65 70 75 b0 

Ala Phe Phe Thr Pro Tyr He Gly His Gly Asp ser val Arg He Val 
85 90 95 

Asp Ala Glu Leu Gly Thr Leu Glu Arg Glu His lie His Ser Thr Thr 
100 105 110 

Thr Arq Ara Arg Gly Leu Thr Arg Arq Glu Ser Ser ser Asp Ala Thr 
" 115 120 125 

Asp ser Asp Pro Leu Val lie Thr Thr Asp Lys Gly Lys lie Arg Gly 
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1872 



1920 



1968 



1016 



2064 



2109 



?63365us-seq-1ist-082310 (2) . txt 
130 135 140 

Thr Thr Leu Glu Ala Pro Ser Gly Lys Lys val Asp Ala xrp Met Gly 
145 150 155 160 

lie pro Tvr Ala Gin Pro Pro Leu Gly Pro Leu Arg Phe Arg His Pro 
165 170 i7S 

Arc; pro Ala Glu Arg Trp Thr Gly val Leu Asn Ala Thr Lys Pro Pro 
180 185 190 

Asn ser Cvs val Gin He Val Asp Thr Val Phe Gly Asp Phe Pro Gly 
195 200 ^05 

Ala Thr Met Trp Asn pro Asn Thr Pro Leu ser Glu Asp Cys Leu Tyr 
210 215 220 

lie Asn val val val Pro Arg Pro Arg Pro Lys Asn Ala Ala val Met 
225 230 235 240 

leu Trp Tie Phe Glv Gly Ser Phe Tyr Ser Gly Thr Ala Thr leu Asp 
245 2 50 

val Tyr Asp His Arg Thr Leu Ala Ser Glu Glu Asn val lie val val 
260 265 2/0 

Se<- Leu Gin Tyr Arg Val Ala Ser Leu Gly Phe Leu Phe Leu Gly Thr 
275 " 280 285 

pro Glu Ala Pro Gly Asn Ala Gly Leu Phe Asp Gin Asn Leu Ala Leu 
290 295 300 

Arg Trp val Arg Asp Asn lie His Arg Phe Gly Gly Asp Pro ser Arg 
305 ' 310 315 3<d0 

val Thr Leu Phe Gly Glu Ser Ala Gly Ala Val Ser val ser Leu His 
325 330 335 

i eu leu Ser Ala Leu Ser Arg Asp Leu Phe Gin Arg Ala lie Leu Gin 
340 345 3j0 

ser Glv ser Pro Thr Ala Pro Trp Ala Leu val Ser Arg Glu Glu Ala 
' 355 360 365 

Thr i eu Arg Ala Leu Arg Leu Ala Glu Ala val Asn cys Pro His Asp 
370 375 380 

Ala Thr Lys Leu Ser Asp Ala Val Glu Cys Leu Arg Thr Lys Asp Pro 
385 " 390 395 400 

A sn Glu Leu val Asp Asn Glu Trp Gly Thr Leu Gly He Cys Glu Phe 
405 410 41b 

Pro Phe val Pro val Val Asp Gly Ala Phe Leu Asp Glu Thr Pro Gin 
420 425 4 ^ u 

4ro s««r leu Ala Ser Gly Arg Phe Lys Lys Thr Asp lie Leu Thr Gly 
435 440 44 5 

ser Asn Thr Glu Glu Gly Tyr Tyr Phe He He Tyr Tyr Leu Thr Glu 
45O 455 460 

Leu Leu Arg Lvs Glu Glu Gly val Thr val Thr Arg Glu Glu Phe Leu 
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465 470 475 480 

Gin Ala val Arq Glu Leu Asn Pro Tyr val Asn Gly Ala Ala Arg Gin 
" 485 490 495 

Ala lie val Phe Glu Tyr Thr Asp Trp lie Glu Pro Asp Asn Pro Asn 
500 505 510 

ser Asn Arg Asp Ala Leu Asp Lys Met val Gly Asp Tyr His Phe Thr 
515 520 525 

Cys Asn Val Asn Glu Phe Ala Gin Arg Tyr Ala Glu Glu Gly Asn Asn 
530 535 540 

val Phe Met Tyr Leu Tyr Thr His Arg ser Lys Gly Asn Pro Trp Pro 
545 550 555 560 

Arq Trp Thr Gly Val Met His Gly Asp Glu lie Asn Tyr Val Phe Gly 
565 570 575 

Glu Pro Leu Asn Ser Ala Leu Gly Tyr Gin Asp Asp Glu Lys Asp Phe 
580 585 590 

ser Arg Lys lie Met Arg Tyr Trp ser Asn Phe Ala Lys Thr Gly Asn 
595 " 600 605 

Pro Asn Pro ser Thr Pro Ser Val Asp Leu Pro Glu Trp Pro Lys His 
610 615 620 

Thr Ala His Gly Arq His Tyr Leu Glu Leu Glv Leu Asn Thr Thr Phe 
62 5 * 630 ' 635 640 

Val Gly Arg Glv Pro Arq Leu Arq Gin cys Ala Phe Trp Lys Lys Tyr 
* 645 " 650 65 5 

Leu Pro Gin Leu Val Ala Ala Thr Ser Asn Leu Gin val Thr Pro Ala 
660 665 670 

Pro Ser Val Pro Cys Glu Ser ser Ser Thr ser Tyr Arg ser Thr Leu 
675 680 685 

Leu Leu lie val Thr Leu Leu Leu val Thr Arg Phe Lys lie 
690 695 700 



<210> 58 
<211> 18 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> Synthetic DNA 
<400> 58 

cgactcggac ccactggt 



<210> 59 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
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<220> 

<223> Synthetic DNA 
<4C0> 59 

gttctgatca aacagecccg c 11 

<210> 60 
<211> 459 
<212> DNA 

<2I3> culex pi pi ens pi pi ens strain espro (R) 

<220> 

<221> CDS 

<222> (3), .(458) 



aag aat acc get gtc atg ctg tgg ate ttt ggg got age ttc tac tc 
Lys Asn Ala Ala val Met Leu rrp lie Phe Gly Gly Ser Phe Tyr Ser 



ttt etc ttc ctg gqc aca ccg gag gca c 
Phe Leu Phe Leu Gly Thr Pro Glu Ala 
145 150 

<210> 61 
<211> 461 

<212> DNA ^ ^ 

<213> Culex pi pi ens quinauefasciatus strain ProR(S) 



47 



95 



<400> 60 

ag ggc aaa ate cgt gga acg aca ctg gaa gcg cca agt gga aag aag 

Gly Lys He Arg Gly Thr Thr Leu Glu Ala Pro Ser Gly Lys Lys 

1 ' 5 10 15 

qta gac gca tgg atg ggc att ccg tac gcg cag ccc ccg ctg ggt ccg 
vat Asp Ala Tro Met Gly He Pro Tyr Ala Gin Pro Pro Leu Gly Pro 
" 20 2 5 30 

etc egg ttt cga cat ccg cga ccc gec qaa aga tgg acc ggt gtg ctg 143 
Leu Arg Phe Arg His Pro Arg Pro Ala Glu Arg Trp Thr Gly Val Leu 
3 5 40 45 

aac qcg acc aaa cca ccc aac tec tgc gtc cag ate gtg gac acc gtg 191 
Asn Ala Thr Lys pro Pro Asn ser Cys val Gin lie val Asp Thr val 
50 5 5 60 

ttc qqt gac ttc ccg gqg gec acc atg tgg aac ccg aac aca ccc etc 239 
Phe Glv Asp Phe Pro Gly Ala Thr Met Trp Asn Pro Asn Thr Pro Leu 
65 70 75 

teg gaa gac tgt ctg tac ate aac gtg gtc gtg cca agg ccg agg ccc 287 
Ser Glu Asp cvs Leu Tyr lie Asn Val Val Val Pro Arg Pro Arg Pro 
80 85 90 95 

ttc tac tec 335 
Phe Tyr 

100 105 110 

383 



ggg act qcc acg ttg gac gtg tac qat cat egg acg ctg gee teg gag 

Glv Thr Ala Thr Leu Asp Val Tyr Asp His Arg Thr Leu Ala Ser Glu 
115 * 120 125 

qaa aac qta ate qtq gtt teg ctg cag tac cgt gtc gca agt ctt ggt 431 

Glu Asn vat lie val Val Ser Leu Gin Tyr Arg Val Ala ser Leu Gly 
130 135 140 



459 



<220> 
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<221> CDS 
<222> (3), .(458) 

<400> 61 

ac aag age aaa ate cgt gga acq aca ctg gaa gcg cct agt gga aag 
Lvs G»y Lys He Arq Gly Thr Thr Leu Glu Ala Pro Ser Giy Lys 
1 5 10 15 

aag gtg gac gca tgg atg ggc att ccg tac gcg cag ccc ccg ctg got 
i ys vat Asp Ala Trp Met Gly He Pro Tyr Ala Gin Pro pro Leu Gly 
20 2 5 30 

ccg etc egg ttt cga cat ccg cga ccc gee gaa aga tgg acc gat gtq 
pro Leu Arq Phe Arg His Pro Arg Pro Ala Glu Arg Trp Thr Gly Va I 
3 5 40 45 

eta aac gcg acc aaa ccg ccc aac tec tgc gtc cag ate gtq gac acc 
teu Asn Ala Thr lvs Pro Pro Asn Ser Cys Val Gin He val Asp Thr 
50 55 60 

gtq ttc ggt gac ttc ccg ggg gec acc atg tgg aac ccg aac aca ccg 
val Phe Gly Asp Phe Pro Gly Ala Thr Met Trp Asn Pro Asn Thr Pro 
65 70 75 

etc teg gaq gac tgt ctg tac ate aae gtg gtc gtq cca egg ccc agg 
Leu ser Glu Asp Cys Leu Tyr lie Asn val Val va! Pro Arg Pro Arg 
80 85 * 90 95 

ccc aag aat gec gec gtc atg ctg tgg ate ttc ggg ggt ggc ttc tac 
Pro Lys Asn Ala Ala val Met Leu Trp lie Phe Gly Gly Gly Phe Tyr 
100 105 110 

tec gag act gee acg ctg gac gtg tac gac cae egg acg ctg gec teg 
ser Gly Thr Ala Thr Leu Asp val Tyr Asp His Arg Thr Leu Ala Ser 
115 120 125 

aag gag aac gtg ate gta gtt teg ctg cag tac cgt gtc gca agt ctt 431 
Glu Glu Asn val lie val val ser Leu Gin Tyr Arg val Ala ser Leu 
130 135 140 

ggg ttt etc ttc ctg ggc aca ccg gag gca 461 
Gly Phe Leu Phe Leu Gly Thr Pro Glu 
' 145 150 

<210> 62 
<211> 448 
<212> DNA 

<213> Culex pi pi ens pi pi ens strai n s-LAB (S) 

<220> 

<221> CDS 

<222> (3).. (446) 

<400> 62 

aq qqc aaa ate cgt gqa acg aca ctg gaa gcg cct agt gga aag aag 

' Gly Lys lie Arg Gly Thr Thr Leu Glu Ala Pro Ser Gly Lys Lys 

1 5 10 15 

gtg gac gca tgg atg ggc att ccg tac gcg cag ccc ccg ctg got ccg 95 
val Asp Ala Trp Met Gly lie Pro Tyr Ala Gin Pro Pro Leu Gly Pro 
20 25 30 

etc egg ttt cga cat ccg cga ccc gec gaa aga tgg acc ggt gtg ctg 143 
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95 



143 



191 



239 



287 



335 



383 



47 
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\eu Arq Phe Arq His Pro Arg Pro Ala Glu Arg Trp Thr Giy val Leu 
35 40 45 

aac gcg acc aaa ccg ccc aac tec tgc gtc cag ate gtg gac acc gtg 191 
Asn Ala rhr Lys Pro Pro Asn ser cys val Gin lie val Asp Thr va! 
50 5 5 60 

ttc cgt aac ttc ccg ggg gec acc atg tgg aac ccg aac aca ccg etc 239 
Phe Gly Asp Phe Pro Gly Ala Thr Net Trp Asn Pro Asn Thr Pro Leu 
6~5 70 75 

tea gag qac tqt ctg tac ate aac gtg gtc gtg cca egg ccc agg ccc 237 
Ser Glu Asp Cys Leu Tyr He Asn val Val Val pro Arg Pro Arg Pro 
SO 85 90 9 b 

aaa aat gec gec gtc atg ctg tgg ate ttc ggg ggt ggc ttc tac tec 33 5 
Lys Asn Ala Ala val Met Leu Trp lie Phe Gly Gly Gly Phe Tyr Ser 
100 105 110 

ggq act gec acg ctg qac gtg tac gac cac egg acg ctg gec teg gag 
Gly Thr Ala Thr Lea Asp Val Tyr Asp His Arg Thr Leu Ala Ser Glu 
115 120 12 5 

gag aac gtg ate gta gtt teg ctg eag tac cgt gtc gca agt ctt ggg 
Glu Asn val He val val Ser Leu Gin Tyr Arg val Ala ser Leu Gly 
130 13 5 140 

ttt etc ttc ctg ggc ac 
Phe Leu Phe Leu Gly 
145 

<210> 63 
<211> 459 
<212> DNA 

<213> Culex pi pi ens pi pi ens strain Padova W 

<220> 
<221> CDS 
<222> (3)., (458) 

<400> 63 

ag qqc aaa ate cgt gqa acg aca ctg gaa gcg cca agt gqa aag aag 
Gly Lys lie Arg Gly Thr Thr Leu Glu Ala Pro ser Gly Lys Lys 
1 5 10 Is 

gtg aac gca tgq atg ggc att ccg tac gcg cag ccc ccg ctg ggt ccg 
val Asp Ala Trp Met Gly He Pro Tyr Ala Gin Pro Pro Leu Gly Pro 
20 25 30 

etc cqa ttt cga cat ccg ega ccc gec gaa aga tgg acc ggt gtg ctg 143 
\ eu Arq Phe Arg His Pro Arg Pro Ala Glu Arg Trp Thr Gly val Leu 
3 5 40 45 



aac gcq acc aaa cca ccc aac tec tgc gtc eag ate gtg gac ace gtg 
Asn Ala Thr Lys Pro Pro Asn Ser Cys val Gin lie val Asp Thr val 
50 " 55 60 

ttc ggt aac ttc cca gag gec acc atg tgg aac ccg aac aca ccc etc 
Phe Gay Asp Phe Pro Gly Ala Thr Met Trp Asn Pro Asn Thr pro Leu 
65 70 73 

tcq gag gac tgt etq tac ate aac gtg gtc gtg cca agg ecg agg ccc 
ser Glu Asp Cys Leu Tyr He Asn Val val vaT Pro Arg Pro Arg Pro 
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431 



448 



47 



95 



191 



239 
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80 85 90 95 

aag aat qcc get gtc atq ctg tgg ate ttt ggg ggt age ttc tac tec 335 
Lys ash Ala Ala Val Met Leu Trp lie Phe Gly Gly Ser Phe Tyr Ser 
100 105 110 

ggg act gec acg ttg gac gtg tac qat cat, egg acg ctg gec teg gag 383 
gIv Thr Ala Thr Leu Asp val Tyr Asp His Arg Thr Leu Ala Ser Glu 
IIS 120 12 5 

gag aac gtg ate gtq gtt teq ctg eag tac cgt gtc gca agt ctt ggt 431 
Glu Asn val lie val val Ser Leu Gin Tyr Arg val Ala ser Leu Gly 
130 13$ 140 

ttt etc ttc ctg gqe aca eeg gag gca c 459 
Phe Leu Phe Leu Gly Thr Pro Glu Ala 

145 150 

<2I0> 64 
<211> 463 
<212> DNA 

<213> Culex pi pi ens pi pi ens strain Praias (R) 

<220> 

<221> CDS 

<222> (!)>, (462) 

<400> 64 

aac aag qgc aaa ate cgt gqa acq aca ctg gaa gcg cca agt gqa aag 48 
Asp Lys Sty Lys lie Arg Gly Thr Thr Leu Glu Ala Pro Ser Gly Lys 
1 5 10 15 

aag gtg qac gca tag atg qgc att ccg tac gcg cag ccc ceg ctg ggt 96 
Lys Val Asp Ala Trp Met Sly lie Pro Tyr Ala Gin Pro Pro Leu Gly 
20 25 30 

ccg etc cag ttt cga cat ccg ega ccc gec gaa aga tgg ace ggt gtg 144 
Pro Leu Arg Phe Arg His Pro Arq Pro Ala Glu Arg Trp Thr Gly val 
35 40 45 

ctg aac gcg ace aaa cca ccc aac tec tgc gtc cag ate gtg gac act: 192 
Leu Asn Ala Thr Lys Pro Pro Asn Ser cys val Gin lie val Asp Thr 
50 5 5 60 

ctg ttc ggt qac ttc cca ggg gec acc atg tgg aac ccg aac aca ccc 240 
val phe Gly Asp Phe Pro Gly Ala Thr Met Trp Asn Pro Asn Thr Pro 
65 70 " 75 80 

etc teg gag gac tgt ctq tac ate aac gtg gtc gtq cca agg ccg agg 288 
Leu Ser Glu Asp Cys Leu Tyr lie Asn val val val Pro Arg pro Arg 



85 90 95 

ccc aag aat gec get gtc atg ctq tqg ate ttt ggg ggt age ttc tac 

Pro Lys ash Ala Ala val Met Leu Trp lie Phe Gly Gly Ser Phe Tyr 

100 105 110 

tec ggg act gec acg ttg qac gtg tac gat cat egg acg ctg gec teg 

Ser Gly Thr Ala Thr Leu Asp val Tyr Asp His Arg Thr Leu Ala Ser 

115 120 125 



384 



gag gag aac gtg ate gtg gtt teg ctg cag tac cgt gtc gca agt ctt 432 
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Glu Glu Asn val lie val Val Ser Leu Gin Tyr Arg Val Ala Ser Leu 
130 135 140 

ggt ttt etc ttc ctg ggc aca ccg gag gca c 
Glv Phe Leu Phe Leu Gly Thr Pro Glu Ala 
145 150 

<210> 65 
<211> 463 

<212> ONA fn\ 

<213> culex pi pi ens qui nquef asci atus strain Supercar v.Rj 

<220> 
<221> CDS 
<222> (1) > (462) 

<400> 65 

oac aag ggc aaa ate cgt gqa acg aca ctg gaa gcg cca agt gga aag 

Asp Lys Gly Lys lie Arg Gly Thr Thr Leu Glu Ala Pro ser Gly Lys 

3 s 10 15 

aag qtg gac gca tgg atg ggc att ccg tac gcg cag ccc ccg ctg got 
iyS. vat Asp Ala Trp Met Gly lie Pro Tyr Ala Gin Pro Pro Leu Gly 
20 2 5 30 

ccg etc egg ttt cga cat ccg cga ccc gcc gaa aga tgg acc ggt gtc? 144 
Pro teu Arg Phe Arg His Pro Arg Pro Ala Glu Arg rrp Thr Giy Va a 
35 40 45 

ctg aac gca acc aaa cca ccc aac tec tgc gtc cag ate gtq gac acc 192 
Leu asp Ala Thr Lys Pro Pro Asn Ser Cys Val Gin lie Val Asp inr 
50 5 5 60 

qtg ttc gqt gac ttc ccg ggg gcc acc atg tgg aac ccg aac aca ccc 240 
Va; Phe Gly Asp Phe Pro Gly Ala Thr Met Trp Asn Pro Asn Thr Pro 
65 70 75 80 

etc tea qaq gac tgt ctg tac ate aac gtq gtc gtg cca agg ccg agg 288 
Leu Ser Glu Asp evs Leu Tyr He Asn val val val Pro Arg Pro Arg 
85 30 95 

ccc aag aat gcc get gtc atg ctg tgg ate ttt ggg gat age ttc tac 
Pro lys Asn Ala Ala val Met Leu Trp lie Phe Gly Gly ser Phe Tyj 
100 105 110 

tec qqg act gcc acq ttg gac gtq tac gat cat egg acg ctg gcc teg 
se- Glv Thr Ala Thr Leu Asp Val Tyr Asp His Arg Thr Leu Ala Ser 
* " * 115 120 12 5 

qaq gag aac qtg ate atg gtt teg ctg cag tac cgt gtc gca agt ctt 432 
Glu Glu Asn val lie Val val ser Leu Gin Tyr Arg val Ala ser Leu 
130 135 140 

qqt ttt etc ttc ctg ggc aca ccg gag gca c 
Gly Phe Leu Phe Leu Gly Thr Pro Glu Ala 
145 150 

<210> 66 
<211> 448 
<212> DMA 

<213> Culex pi pi ens pi pi ens strain Bruges A O; 
<220> 
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<221> CDS 

<222> (3) ,,(446) 

<4Q0> 66 

ag gqc aaa ate cgt qqa acg aca ctg gaa gcg cca agt gga aag aag 47 
Gly Lys lie Arg Gly Thr Thr Leu Glu Ala Pro Ser Gly Lys Lys 
1 5 10 15 

gta gac gca tgq atg ggc att ccg tac gcg cag ccc ccg ctg got ccg 95 
vat Asp Ala Trp Met Gly lie Pro Tvr Ala Gin Pro Pro Leu Gly Pro 
20 2 5 30 

etc cog ttt cga cat ccg cga ccc gec gaa aga tgg acc ggt gtg ctg 143 
Leu Arg Phe Arg His Pro Arg Pro Ala Glu Arg Trp Thr Gly val Leu 
35 40 45 

aac acg acc aaa cca ccc aac tec tgc gtc cag ate gtg gac acc gtg 191 
Asn Ala Thr Lys Pro Pro Asn ser cys val Gin lie val Asp Thr val 
50 5 5 60 

ttc qqt gac ttc ccg gag gec acc atg tgg aac ccg aac aca ccc etc 239 
Phe Gly Asp Phe Pro Gty Ala Thr Met Trp Asn Pro Asn Thr Pro Leu 
85 70 75 

tecs gac gac tgt ctg tac ate aac gtg gtc gtg cca agg ccg agg ccc 287 
ser Glu Asp cys Leu Tyr He Asn Val Val Val Pro Arg Pro Arg Pro 
80 85 90 95 

aaq aat gec get gtc atg ctg tgg ate ttt gqg ggt ggc ttc tac tec 335 
Lys Asn Ala Ala val Met Leu Trp lie Phe Gly Gly Gly Phe Tyr Ser 
100 105 110 



ggg act gee acg ttg gac gtg tac gat cat egg acg ctg gec teg gag 
Gly Thr Ala Thr Leu Asp val Tyr Asp His Arg Thr Leu Ala ser Glu 
115 120 12 5 

gag aac atg ate qtg gtt tcq ctg cag tac cgt gtc gca agt ctt ggt 
Glu Asn vat lie Vat val Ser Leu Gin Tyr Arg val Ala Ser Leu Gly 
130 135 140 

ttt etc ttc ctg ggc ac 
Phe Leu Phe Leu Gly 
145 

<210> 67 
<211> 457 
<212> DNA 

<213> Culex pi pi ens quinquefasciatus strain bo (r) 

<220> 

<221> CDS 

<222> (1). .(456) 

<400> 67 

qqc aaa ate cgt gaa acg aca ctg gaa gcg cct age gga aag aag gtg 
Sly lys lie Arg Gly Thr Thr Leu Glu Ala Pro Ser Gly Lys Lys val 
1 5 10 15 

gac qca tgg atg ggc att ccg tac gcg cag cct ccg ctg ggt ccg etc 
Asp Ala Trp Met Gly lie Pro Tyr Ala Gin Pro Pro Leu Gly Pro Leu 
20 25 30 
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cgq ttt cga cat ccq cga ccc gee gaa aga tgg acc ggt gtq ctg aac 144 
Arq Phe Arg His Pro Arg Pro Ala Glu Arg Trp Thr Gly Val Leu ash 
35 40 45 



gcg acc aaa ccg ccc aac tec tgc gtc cag ate gtq gac acc gtq ttc 
Ala Thr \ ys Pro Pro Asn Ser Cys val Gin lie val Asp Thr val Phe 
50 55 60 



act acc acg ctg gac gtg tac qac cac egg acg ctg gcc teg gag gag 

Thr Ala Thr Leu Asp val Tyr Asp His Arg Thr Leu Ala Ser Glu Glu 
115 " 120 125 

aac qtq ate gta gtt teg ctg cag tac cgt gtc gca agt ett ggt ttt 

Asn Vat lie val val ser Leu Gin Tyr Arg Val Ala ser Leu Gly Phe 

130 135 140 



<4Q0> 68 

ggc aaa ate cqt gga aeg aca ctg gaa gcg cct age gqa aag aag gtq 

Gly Lys lie Arg Gly Thr Thr Leu Glu Ala Pro Ser Gly Lys Lys Val 
1 5 10 15 

gac gca tgg atg ggc att ccg tac gcg cag cct ccg ctg ggt eeg etc 
Asp Ala Trp Met Gly lie Pro Tyr Ala G!n Pro Pro Leu Gly Pro Leu 
20 2S 30 

cga ttt cga cat ccg cga ccc gee gaa aga tgg acc ggt gtg ctg aac 
Arg Phe Arg His Pro Arg Pro Ala Glu Arg Trp Thr Gly Val Leu Asn 
35 40 " 45 



192 



got gac ttc eeg ggg qcc acc atg tgg aac ccg aac aea ccg etc teg 240 
Gly Asp Phe Pro Gly Ala Thr Met Trp Asn Pro Asn Thr Pro Leu Ser 
65 70 75 80 

qag gac tot ctg tac ate aac gtg gtc gtg cca egg ccc agg ccc aag 288 
Glu Asp Cys Leu Tyr lie Asn Val Val Val Pro Arg Pro Arg pro Lys 
85 90 95 

aat gcc gcc gtc atg ctg tag ate ttc ggg ggt age ttc tac tec ggg 336 
Asn Ala Ala Val wet Leu Trp lie Phe Gly Gly Ser Phe Tyr Ser Gly 
100 105 110 



384 



432 



etc ttc ctg qqc aca eeg gag gca c 45/ 
Leu Phe Leu Gly Thr Pro Glu Ala 
145 150 

<210> 68 
<211> 447 
<2I2> DNA 

<213> Culex pi pi ens quinquefasciatus strain oil (R) 

<220> 

<221> COS 

<222> (1) > > (444) 



48 



96 



144 



gcg acc aaa ccg ecc aac tec tgc gtc cag ate gtg gac acc gtq ttc 192 
Ala Thr Lvs Pro Pro Asn ser Cys val Gin lie val Asp Thr Val Phe 
50 ' 55 60 

gat gac ttc eeg ggg gcc acc atg tgg aac ccg aac aea ccg etc teg 240 
G'fy Asp Phe Pro Gly Ala Thr Met Trp Asn Pro Asn Thr Pro Leu Ser 
65 70 75 80 
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gaq gac tgt ctg tac ate aac gtg gtc gtq cca egg ccc agg ccc aag 288 
Glu Asp evs Leu Tvr He Asn Val val val Pro Arg Pro Arg Pro Lys 
85 90 95 

aat gcc gcc gtc atg ctg tgg ate ttc ggg got age ttc tac tec ggg 336 
Asn Ala Ala val Net Leu Trp lie Phe Gly Gly ser Phe Tyr ser Gly 
100 105 110 

act acc acg ctg gac gtg tac gac cac egg acg ctg gcc teg gag gag 384 
Thr Ala Thr Leu Asp val Tyr Asp His Arg Thr Leu Ala ser Glu Glu 
115 " 120 125 

aac gta ate gta gtt teg ctg cag tac cqt gtc gca agt ctt ggt ttt 432 
asp val lie Val Val Ser Leu Gin Tyr Arg Val Ala Ser Leu Gly Phe 
130 135 140 



etc ttc ctg ggc aca 
Leu Phe Leu Gly 
145 

<210> 69 
<211> 457 
<212> DNA 

<213> culex pi pi ens qui nquef asci atus strain Harare (R) 

<22Q> 

<221> CDS 

<222> (1)., .(456) 

<400> 69 

ggc aaa ate cgt gaa acg aca ctg gaa gcg cct age gqa aag aag gtq 

gTv lys lie Arg Gly Thr Thr Leu Glu Ala Pro Ser Gly Lys Lys vat 

15 10 15 

gac gca tgq atg gqc att ccg tac gcg cag cct ccg ctg ggt ccg etc 
Asp Ala Trp Met Gly lie Pro Tyr Ala Gin Pro Pro Leu G 3 y Pro Leu 
20 2 5 30 



gag gac tgt ctq tac ate aac gtg gtc gtg cca egg ccc agg ccc aag 
Glu Asp Cys Leu Tyr lie Asn vat val val Pro Arg Pro Arg Pro Lys 
85 90 95 



110 



Ala ser Glu Glu 
12 5 



aat 
Asn 


gcc 
Ala 


qcc 
Ala 


gtc 
val 
100 


atq 
Met 


ctg 
Leu 


tgg 
rrp 


ate 
lie 


ttc 
Phe 
105 


ggg 

Gly 


act 
Thr 


qcc 
Ala 


acg 
Thr 
115 


ctg 
Leu 


gac 
Asp 


gtq 
val 


tac 
Tyr 


gac 

ASP 
120 


cac 
Hi s 


egg 

Arg 


aac 


gtg 


ate 


gta 


gtt 


teg 


ctg 


cag 


tac 


cgt 



447 



48 



96 



egg ttt cga cat ccg cga ccc qcc gaa aga tgg acc ggt gtg ctg aac 144 
Arg Phe Arg His Pro Arg Pro Ala Glu Arg Trp Thr Gly val Leu Asn 
35 40 45 

cacg acc aaa ccg ccc aac tee tgc gtc cag ate gtg gac acc gtq ttc 192 
Ala Thr Lys Pro Pro Asn ser Cys val Gin lie Val Asp Thr val Phe 
50 55 * 80 

agt gac ttc ccg ggg gcc acc atg tgg aac ccg aac aca ccg etc teg 240 
GTv Asp Phe Pro Gly Ala Thr Met Trp Asn Pro Asn Thr Pro Leu ser 
65 70 75 80 



288 



336 



384 



432 
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asp val lie val val Ser Leu Gin Tyr Arg val a] a Ser Leu Gly Phe 
130 135 140 

etc ttc ctg ggc aca ccg gag gca c 
Leu Phe Leu Gly Thr Pro Glu Ala 
145 150 

<210> 70 
<211> 458 
<212> DNA 

<213> Culex pi pi ens qui nquefasci atus strain Martinique (R> 

<220> 

<221> CDS 

<222> Cl><<(456) 



age aaa ate cgt gga acg aca ctg gaa gcg cct age gga aag aag gtg 
Sly Lys lie Arg Gly Thr Thr Leu Glu Ala Pro Ser Gly Lys Lys val 
1 5 10 15 

gae gca tag atg ggc att ccg tac gcg cag cct ccg ctg ggt ccg etc 
Asp Ala Trp Met Gly lie Pro Tyr Ala Gin Pro Pro Leu Gly Pro Leu 
™ 2 5 30 



AS 



100 105 110 



etc ttc ctg ggc aca ccg gag gca cc 
Leu Phe Leu Gly Thr Pro Glu Ala 
145 150 

<210> 71 
<211> 447 

<212> DNA . 
<213> Culex pi pi ens pi pi ens strain Barrio I CR) 



<220> 



457 



96 



144 



192 



egg ttt cga cat ccg cga ccc qcc gaa aga tgg acc ggt gtg ctg aac 
Arq Phe Arq His Pro Arg pro Ala Glu Arg Trp Thr Gly Val Leu Asn 
35 40 45 

gcg acc aaa ccg ccc aac tec tgc gtc cag ate gtg gae acc gtg ttc 
Ala Thr ! ys Pro Pro Asn Ser Cys Val Gin lie val Asp Thr val Phe 
50 55 60 

ggt gae ttc ccq ggg gec acc atg tgg aac ccg aac aca ccg etc teg 240 
Gly Asp Phe Pro Gly Ala Thr Met Trp Asn Pro Asn Thr Pro Leu Ser 
65 70 75 80 

gag gae tat ctg tac ate aac gtg qtc gtg cca egg ccc agg ccc aag 288 
Glu Asp cys Leu Tyr lie Asn vat val Val Pro Arg Pro Arg Pro Lys 
85 90 *5 

aat gec qcc gtc atg ctg tgg ate ttc ggg ggt age ttc tae tec gqg 335 
>n Ala Ala val Met Leu Trp lie Phe Gly Gly ser Phe Tyr ser G\y 



act gee aca ctg gae gtg tac gae cac egg acg ctg gec teg gag gag 384 

Thr Ala Thr Leu Asp VaT Tyr Asp His Arg Thr Leu Ala Ser Giu Glu 
115 120 125 

aac gtg ate gta gtt teg ctq cag tac cgt gtc gca agt ctt got ttt 432 

Asn vaT lie val val ser Leu Gin Tyr Arg val Ala ser Leu Gly Phe 
130 135 140 



458 



Page 49 



263365u3-seq~1ist>08231G (2) .txt 

<221> CDS 
<222> (3), .(446) 

<400> 71 ^ 
ag ggc aaa ate cgt qga acg aca ctg gaa gcg cca agt gga aag aag 
Gly Lys He Arg Gly Thr Thr Leu Glu Ala Pro ser Gly Lys Lys 
1 5 10 15 

gtq qac gca tqq atg ggc att ccg tac gcg cag ccc ccg ctg ggt ccg 
vai Asp Ala Trp Met Gly lie Pro Tyr Ala Gin Pro Pro Leu Gly Pro 
20 25 30 

etc cgq ttt cga cat ccg cga ccc gee gaa aga tgg acc ggt gtq ctg 
Leu Arg Phe Arg His Pro Arg Pro Ala Glu Arg Trp Thr Gly val Leu 
35 40 45 

aac gcq acc aaa cca ccc aac tec tgc gtc cag ate gtq gac acc gtq 191 
Asn Ala Thr Lys Pro Pro Asn Ser Cys val Gin lie Val Asp Thr val 
SO 5 5 60 

ttc qqt gac ttc ccg ggg qcc acc atg tgg aac ccg aac aca ccc etc 233 
Phe Gly Asp Phe Pro Gly Ala Thr Met Trp Asn Pro Asn Tnr Pro Leu 
65 "70 75 

cca agg ccg agg ccc 287 



teg gaq aac tgt ctg tac ate aac gtq gtc gtq cca agg agg ccc 

Ser Glu Asp Cys Leu Tyr lie Asn Val val Val Pro Arg pro Arg Pro 

80 * 85 30 95 

aaq aat qcc get gtc atg ctg tgg ate ttt ggg ggt age ttc tac tec 

lys Asn Ala Ala val Met Leu Trp lie Phe Gly Gly Ser Phe Tyr her 

100 105 110 

qga act qcc acg ttq gac gtq tac gat cat egg acg ctg gee teg gag 

Gly Thr Ala Thr Leu Asp Val Tyr Asp His Arg Thr Leu Ala Ser Glu 

115 120 125 



47 



95 



143 



•-' "» c 



383 



gaq aac gtq ate gtq gtt teg ctg cag tac cgt gtc gca agt ctt ggt 431 
Glu Asn Val He val val ser Leu Gin Tyr Arg Val Ala Ser Leu Gly 
130 135 140 

ttt etc ttc ctg ggc a 447 
Phe Leu Phe Leu Gly 
145 

<210> 72 

<211> 447 

<212> DMA , 

<213> culex pi pi ens pi pi ens strai n sieuet CSj 

<220> 

<221> CDS 

<222> (3)^(446) 

<400> 72 

aa qgc aaa ate cgt qga acg aca ctg gaa gcg cca agt gqa aag aag 

Gly lys lie Arq Gly Thr Thr Leu Glu Ala Pro Ser Gly Lys Lys 

1 y " 5 10 lb 

gtq aac gca tgg atg qqc att ccg tac gcg cag ccc ccg ctg ggt ccg 95 
val Asp Ala Trp Met Gly He Pro Tyr Ala Gin Pro Pro Leu Gly Pro 
20 2 5 30 

etc cgq ttt cga cat ccg cga ccc gee gaa aga tgg acc ggt gtg ctg 143 

page 50 



47 



gtg gac gca tgg atg ggc att ccg tac gcg cag ccc ccg ctg got ccg 
vat Asp Ala Trp Met Gly lie Pro Tyr A* a Gin Pro Pro Leu Gly Pro 
20 25 3v 

etc cqq ttt cga cat ccg cga ccc gec gaa aga tgg ace gat gtq ctg 
Leu Arq Phe Arq His Pro Arg Pro Ala Glu Arg Trp Thr Gly val Leu 
35 40 45 

aac gcej acc aaa cca ccc aac tec tgc gtc cag ate gtg gac ace gtg 
Asn Ala Thr Lys Pro Pro Asn ser Cys val G ! m lie val Asp \hr VaS 
50 55 60 

ttc got gac ttc ccg ggg gee acc atg tgg aac ccg aac aca ccc etc 
Phe Gly Asp Phe Pro Gjv Ala Thr Met Trp Asn Pro Asn inr Pro Leu 
65 ' ' 70 75 
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191 



239 



287 



383 



263365us~seq~lisT.~08231Q (2).txt 
leu Arg Phe Arg His Pro Arg Pro Ala Glu Arg Trp Thr Gly val Leu 
35 40 45 

aac acq acc aaa cca ccc aac tec tqc gtc cag ate gtg gac acc gtg 
asp Ala Thr lvs Pro Pro Asn ser Cys Val Gin lie val Asp Thr Val 
50 * 55 b0 

ttc qat aac ttc ccg ggg gec acc atg tgg aac ccg aac aca ccc etc 
phe Gly Asp Phe Pro Gly Ala Thr Met Trp Asn Pro Asn Thr Pro Leu 
65 * 70 75 

tcq qaa gac tqt ctg tac ate aac gtg gtc gtg cca agg ccg agg ccc 
Ser Glu Asp evs leu Tyr He Asn val val Val Pro Arg Pro Arg Pro 
80 85 90 ^ 

aag aat gec get gtc atg ctg tgg ate ttt ggg ggt ggc ttc tac tec 335 

lvs Asn Ala Ala val Met Leu Trp He Phe Gly Gly Gly Phe Tyr ser 
100 1-05 110 

qqq act qcc acq ttg gac gtg tac gat cat egg acg ctg gec teg gag 
Glv Thr Ala Thr Leu Asp vat Tyr Asp His Arg Thr leu Ala Ser Glu 
115 120 12 5 

aaa aac gtg ate gtg gtt tcq ctg cag tac cgt gtc gca agt ctt ggt 431 
Glu Asn val He vaT val ser Leu Gin Tyr Arg val A a Ser Leu bly 
130 135 1-40 

447 

ttt etc ttc ctg ggc a 
Phe Leu Phe Leu Gly 
145 

<210> 73 
<211> 448 

<212> DMA . % _ 

<213> Culex pipiens pipiens strain Bruges B C$j> 

<220> 
<221> CDS 

<222> (3) , * (446) 

ag°ggc'aaa ate cgt gga acg aca ctg gaa gcg cca agt gga aag aag 47 

Glv lvs He Arg Gly Thr Thr Leu Glu Ala Pro ser Gly Lys Lys 

1 5 10 ij 



95 



143 



191 



239 



263365us-seq-l i st-082310 (2),txt 

teg gag qac tgt ctg tac ate aac gtg gtc gtg cca agg ccg agg ccc 28, 

Ser Glu Asp Cys Leu Tyr He Asn vat Val vat Pro Arg Pro Arg Pro 

80 85 90 ->-> 

aac aat gee get gtc atg ctg tgg ate ttt ggg ggt ggc ttc tac tec 

Lys A«^n Ala Ala val Met Leu Trp He Phe cty City Gty Phe ryr ser 
• ' 100 105 HO 



gtq aac gca tqg atg ggc att ccg tac gcg cag ccc. ccg ctg ggt ccg 
vat Asp Ala Trp Met G?v He Pro Tyr Ala Gin Pro Pro Leu Gly Pro 
20 25 m 

etc cag ttt ega cat cca cga ccc gec gaa aga tgg acc ggt gtg ctg 
Leu Arg Phe Arg His Pro Arg Pro Ala Glu Arg Trp Thr cly val Leu 
35 40 4 5 

aac peg acc aaa cca ccc aac tec tgc gtc cag ate gtg gac aca gtg 
Asn Ala Thr Lvs Pro Pro Asn ser cys val Gin He val Asp ?hr val 
SO " 55 &0 

ttc qgt gac ttc ccg ggg gec acc atg tgg aac ccg aac aca ccc etc 
phe Glv asp Phe Pro Gly Ala Thr Met Trp Asn Pro Asn ?hr Pro Leu 
" 65 70 75 

teg gao gac tgt ctg tac ate aac gtg gtc gtg cca agg ccg agg ccc 
ser Glu Asp cvs Led Tyr He Asn vat val vat Pro Arg Pro Arg Pro 
g0 85 90 ■« 

aag aat gec get gtc atg ctg tgg ate ttt gag gat ggc ttc tac tec 
tys Asn Ala Ala Val Met Leu Trp He Phe uty Gly G>y Phe Tyr 5e* 
- - n 105 ixu 



100 



acic act qcc acq ttq aac gtq tac gac cat egg acg ctg gec teg gaa 
G?y Thr Ala Thr Leu Asp val Tyr Asp His Arg Thr Leu Ala Ser Glu 
115 120 125 

qag aac gta ate qtg gtt teg ctg cag tac cgt gtc gca agt ctt ggt 
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335 



383 



431 



448 



quo act qcc acg ttg gac gtg tac gat cat egg acg ctg gec teg gag 
Gty Thr Ala Thr Led Asp vat Tyr Asp His Arg Thr Leu Ala Ser Glu 
115 120 1^5 

qaq aac atg ate qtg gtt. teg ctg cag tac cgt gtc gca agt ctt ggt 
lid Asn vat He vat Val ser Leu Gin Tyr Arg val Ala Ser Leu Giy 
130 13 5 140 

ttt etc ttc ctg ggc ac 
Phe. Leu Phe Leu Gly 
145 

<210> 74 

<211> 447 

<2"L2> DNA 

<213> culex pipiens pipiens strain Heteren (5) 

<220> 

<221> CDS 

<222> (3).,C446) 

aq qgc aaa ate cgt gga acg aca ctg gaa gcg cca agt gqa aag aag 4/ 
Gly Lys He Arg Gly Thr Thr Leu Glu Ala Pro Ser Gly Lys Lys 



95 



143 



191 



239 



287 



335 



383 



431 



ttt etc ttc ctg gqc aca 
Phe Leu Phe Leu Gly 
145 

<210> 76 
<211> 448 

<2'12> DNA r . m 

<213> Culex pi pi ens qui nquef asci atus strain Mao Qh) 
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447 



48 



96 



263365us-seq~1 i st-082310 (2) . txt 
Glu Asn val He Val Val Ser Leu Gin Tyr Arg val Ala Ser Leu Gly 
130 135 140 

ttt etc ttc ctg gqc a 
Phe Leu Phe Leu Gly 
145 

<210> 7 5 

<211> 450 

<712> DNA 

<213> Culex pi pi ens qui nquef asci atus strain Ling (S) 

<220> 
<221> CDS 
<222> (1) > > (447) 

<400> 7 5 

caq qqc aaa ate cat gga acg aca ctg gaa gcg cct agt gga aag aag 

Gin Glv \ys lie Arg Gly Thr Thr Leu Glu Ala Pro Ser Gly Lys Lys 

1 ' 5 10 15 

gtg qac gec tgg atg ggc att ccg tac gcg cag ccc ccg ctg ggt ccg 
val Asp Ala Trp Met Gly lie Pro Tyr Ala Gin Pro Pro Leu Gly Pro 
20 25 30 

etc cgq ttt cga cat ccg cqa ccc gec gaa aga tgg acc ggt gtg ctg 144 
leu Arg Phe Arg His Pro Arg Pro Ala Glu Arg Trp rhr Gly Val Leu 
3 5 40 45 

aac gcu acc aaa ccg ccc aac tec tgc gtc cag ate gtg gac acc gtg 192 
Asn Ala Thr lys Pro Pro Asn Ser Cys val Gin lie val Asp fhr va \ 
50 5 5 60 

ttc qqt C3ac ttc ccg ggq gec acc atg tgg aac ccg aac aca ccg etc 240 
Phe Glv asp Phe Pro GJy Ala Thr Met Trp Asn Pro Asn Thr Pro Leu 
65 70 75 80 

teg qag gac tgt ctg tac ate aac gtg gtc gtg cca egg ccc agg ccc 288 
ser Glu Asp Cvs Leu Tyr lie Asn vat Val Val Pro Arg Pro Arg Pro 
85 90 95 

aag aat gec gec gtc atg ctg tgg ate ttc ggg ggt ggc ttc tac tec 336 
Lys Asn Ala Ala val Met Leu Trp lie Phe Gly Gly bly Phe Tyr Ser 
100 105 110 

qqg act gec acg ctg gac qtg tat gac cac egg acg ctg gec teg gag 
Gly Thr Ala Thr Leu Asp val Tyr Asp His Arg Thr Leu Ala Ser Glu 
115 120 12 5 

qag aac gtg ate qta gtt teg ctg cag tac cgt gtc gca agt ctt ggt 432 
Glu Asn val lie val val Ser Leu Gin Tyr Arg val Ala ser Leu Gly 
130 13 5 140 



384 



450 



263365us~seq--1ist-082310 (2) .txt 

<220> 

<221> CDS 

<222> (3). . (446) 

<400> 76 

ac ggc aaa ate cgt gga acg aca ctg gaa gcg cct agt gga aag aag 

Gly Ly s He Arg gTv Thr Thr Leu Glu Ala Pro Ser Gsy Lys Lys 

1 '5 10 IS 

qta gac gca tgg atg ggc att ccg tac gcg cag ccc ccg ctg got ccg 
vat Asp Ala Trp Met Gly lie Pro Tyr Ala Gin Pro Pro Leu Gly Pro 
20 2 5 30 

etc cog ttt cga cat ccg cga ccc gec gaa aga tgg acc got gtg ctg 
Leu Arg Phe Arg His Pro Arg Pro Ala Q\u Arq Trp Thr Gly Val Leu 
3 5 40 45 



ttt etc ttc ctg ggc ac 
Phe Leu Phe leu Gly 
145 

<2I0> 77 
<211> 433 
<?12> DNA 

<213> CuTex pi pi ens qui nquefasci atus strain T'emR (S) 

<220> 

<22I> CDS 

<222> (1)>. (432) 

<400> 77 

aaa ate cgt gqa acg aca ctg gaa gcg cct agt gga aag aag gtg gac 
Lys lie Arg civ Thr Thr Leu Glu Ala Pro Ser Gly Lys Lys Vai Asp 
1 5 10 15 

gca tgg atq ggc att ccg tac gcg cag cct ccg ctg ggt ccg etc egg 
Ala Trp Met Gly lie Pro Tyr Ala Gin Pro Pro Leu Gly Pro Leu Arg 
20 2 5 30 

Page 54 



47 



95 



143 



aac qcg acc aaa ccg ccc aac tec tgc gtc cag ate gtg gac acc gtg 191 
ash Ala Thr Lys Pro Pro Asn Ser Cys Val Gin lie val Asp Thr val 
50 5 5 60 

ttc qqt gac ttc ccg gqg gec acc atg tqg aac ccg aac aca ccg etc 239 
Phe Gly Asp Phe Pro Gly Ala Thr Met Trp Asn Pro Asn Thr Pro Leu 
65 70 75 

tco gaa gac tgt ctg tac ate aac Qtg gtc gtg cca egg ccc agg ccc 287 
ser Glu Asp Cys Leu Tyr lie Asn Val val val Pro Arg Pro Arg Pro 
80 ' 85 90 95 

aaa aat gec acc ate atg eta tgg ate ttc ggg ggt ggc ttc tac tec 33 5 
Lvs Asn Ala Ala val Met Leu Trp lie Phe Gly Gly Gly Phe Tyr ser 
100 105 110 

gqq act gec acg ctg gac gtq tac gac cac egg acg ctg gec teg gag 383 
Glv Thr Ala Thr Leu Asp vaT Tyr Asp His Arq Thr Leu Ala ser Glu 
115 120 125 

gag aac gtg ate gta qtt teg ctg cag tac cgt gtc gca agt ctt ggt 431 
Glu Asn Vat lie Val val ser Leu Gin Tyr Arg val Ala Ser Leu Gly 
130 135 140 



448 



48 



96 



263365us-seq-fist-082310 (2) ,txt 
ttt cga cat ccg cga ccc gcc gaa aga tgg acc gat gtq ctg aac gcg 
Phe Arq His pro Arg Pro Ala Glu Arg Trp Thr Gly val Leu Asn Ala 
35 40 45 



acc aaa cca ccc. aac tec 
Thr Lys Pro Pro Asn Ser cy 
50 55 



gc gtc caq ate gtg gac acc gtq ttc ggt 
vs val Gin lie val Asp Thr val Phe Gly 

60 



144 



192 



240 



288 



gac ttc ccg ggg gcc acc atg tgg aac ccg aac aca ccg etc teg gag 
Asp Phe Pro Gly Ala Thr Met Trp Asn Pro Asn Thr Pro Leu Ser Glu 
65 70 75 80 

gac tgt ctg tac ate aac gtq gtc gtg cca egg ccc agg ccc aag aat 
asp cys Leu Tyr lie Asn val val Val Pro Arg Pro Arg Pro Lys Asn 
85 90 95 

gcc gcc gtc atg ctg tgg ate ttc ggg ggt ggc ttc tac tee ggg act 336 
Ala Ala val Met Leu Trp lie Phe Gly Gly Gly Phe Tyr Ser Gly Thr 
100 105 110 

gcc acq ctg qac gtg tac gac cac egg acg ctg acc teg gag gag aac 
Ala Thr Leu asp val Tyr asp His Arg Thr Leu Thr ser Glu Giu Asn 
115 ' ' 120 125 

gtq ate qta gtt teg ctg caq tac cgt gtc gca agt ctt ggt ttt etc t 433 
val He val val Ser Leu Glh Tyr Arg val Ala Ser Leu Gly Phe Leu 



384 



130 



135 



140 



<210> 78 
<211> 448 
<212> DNA 

<213> Culex torrent! urn strain Uppsala 



<220> 

<221> CDS 

<222> (3),, (446) 

<400> 78 

aq gqc aaa ate cgt. gqa acg aca ctg gaa gcg cca agt gga aag aag 
" Gly Lys lie Arg Gly Thr Thr Leu Glu Ala Pro Ser Gly Lys Lys 



10 



15 



gtg aac gca tgg atg gqc act ccg tac gcg cag ect ccg ctg ggt ccg 
val Asp Ala Trp Met Gly lie Pro Tyr Ala Gin Pro Pro Leu Gly Pro 
20 25 30 

ctt cga ttt cga cat cca cqa ccc gcc gaa aga tgg acc. ggt gtg ctg 
Leu Arg Phe Arg His Pro Arg Pro Ala Glu Arg Trp Thr Gly Val Leu 



35 



40 



45 



aac acg acc aaa cca ccc aac tec tgc gtc. cag ate gtc gac acc gtq 
Asn Ala Thr Lys Pro Pro Asn ser cys val Gin lie val Asp Thr val 
SO 55 60 



ccg gqg acc acc atg tgg aac ccg aac aca ccc. etc 
Phe Gty Asp Phe Pro Gly Ala Thr Met Trp Asn Pro Asn Thr pro Leu 



ttc qgt gac ttc 
•;Ty ' 
65 



70 



75 



teg gaa gac tgt ctg tac ate aac gtt gtg gtq cca egg ccg agg ccc 
Ser Glu Asp cys Leu Tyr lie Asn val val val Pro Arg Pro Arg pro 
80 85 90 

Page 5 5 



47 



95 



143 



191 



239 



287 



335 



383 



431 



448 



263 3 6 5u s - s eq - 1 1 s t - 08 2 3 10 (2) -txt 
aag aat gcc gcc gtc atg ctg tgg ate. ttc ggg ggt gga ttc tac tec 
Lys Asn Ala Ala Val Met Leu Trp lie Phe Gly Gly Gly Phe Tyr Ser 
100 105 110 

ggg acc gcc acg ctg qac gtg tac gac cac egg acg ctg gcc teg gag 
Glv Thr Ala Thr Leu Asp val Tyr Asp His Arg Thr Leu Ala Ser GSu 
115 120 125 

aag aac gtg ate gtg gtt teg ctg cag tac cgt gtc gca agt ctt ggt 
Glu Asn val He val val ser Leu Gin Tyr Arg Val Ala Ser Leu Gly 
130 135 140 

ttt etc ttc ctg ggc ac 
Phe leu Phe Leu Gly 
145 

<210> 79 

<211> 448 

<212> DNA r , ^ . . 

<213> culex pi pi ens quinquefasciatus strain Trans O) 

<220> 
<221> CDS 

<222> (3),, (446) 

<400> 79 

ac qac aaa ate cgt gqa acg aca ctg gaa geg cct agt gga aag aag 47 
Gly Lys lie Arg Gly Thr Thr leu Glu Ala Pro ser Gly Lys Lys 
1 5 10 15 

gtg gac gca tgg atg gqc att ccg tac gcg cag cct ccg ctg ggt ccg 95 
val Asp Ala rrp Met Gly He Pro Tyr Ala Gin Pro Pro Leu Gly Pro 
20 25 30 

etc cag ttt cga cat ccg ega ccc gcc gaa aga tgg acc ggt gtg ctg 143 
Leu Arg Phe Arg His Pro Arq pro Ala Glu Arg Trp Thr Gly val Leu 
3 5 40 45 

aac gcg ace aaa cca ccc aac tec tgc gtc cag ate gtg gac acc gtg 191 
Asn Ala Thr i vs Pro Pro Asn Ser Cys val Gin lie val Asp ihr Val 
50 55 60 

ttc got gac ttc ccg gqg gcc acc atg tgg aac ccg aac aca ccg etc 239 
Phe Gly Asp Phe Pro Gly Ala Thr Met Trp Asn Pro Asn Thr Pro Leu 
65 ' 70 75 

tcq aag gac tgt ctg tae ate aac gtg gtc gtg cca egg ccc agg ccc 287 
Ser hu Asp cys Leu Tyr lie Asn Val val val Pro Arg Pro Arg Pro 
80 35 90 95 

aag aat gcc gee gtc atg ctg tgg ate ttc ggg ggt ggc ttc tac tec 335 
iyi Asn Ala Ala val Met Leu Trp lie Phe Gly Gly Gly Phe Tyr Ser 
100 105 110 

gog act gcc acg ctg gac gtg tac gac cac egg acg ctg acc teg gag 383 
Glv Thr Ala Thr Leu Asp vat Tyr Asp His Arg Thr Leu Thr Ser Glu 
115 120 125 

gag aac gtg ate gta gtt teg ctg cag tac cgt gtc gca agt ctt ggt 431 
Glu Asn vat lie Val val ser Leu Gin Tyr Arg val Ala ser Leu Gly 
130 135 140 
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ttt etc ttc ctg gqc ac 
Phe Leu Phe Leu Giy 
145 



448 



240 



<210> 80 
<211> 412 

<212> DNA . 

<213> Culex pi pi ens quinquefasciatus strain BED QS) 

<22'0> 

<221> CDS 

<222> (1) . > (411) 

<400> 80 ^ AQ 

aca ctq gaa gcg cct agt gga aag aag gtg gac gca tgg atg ggc att 4» 
Thr leu Glu Ala Pro Ser Giy Lys Lys val Asp Ala Trp Met Gly He 
1 5 10 15 

ccg tac gcg cag cct ccg eta gat ccg etc egg ttt cga cat ccg cga 96 
pro T V r Ala Gin Pro Pro Leu Gly Pro Leu Arg Phe Arg His Pro Arg 
20 * 25 30 

ccc gec gaa aga tgg acc ggt gtg ctg aac gcg acc aaa cca ccc aac 144 
Pro Ala Glu Area Trp Thr Gly val Leu Asn Ala xhr Lys Pro Pro «sn 
35 40 45 

tec tqc gtc cag ate gtg gac acc gtg ttc ggt gac ttc ccg gag gec 192 
Ser cvs val Gin He val Asp Thr val Phe Gly Asp Phe Pro Gly Ala 
50 55 60 

acc atg tag aac ccq aac aca ccg etc teg gag gac tgt ctg tac ate 
Thr Met rrp Asn Pro Asn Thr Pro Leu ser Glu Asp cys Leu Tyr lie 
65 70 75 80 

aac atg gtc qtg cca cag ccc agg ccc aag aat gec gec gtc atg ctg 288 
Asn val val val Pro Arg Pro Arg Pro Lys Asn Ala Ala val Met Leu 
85 90 95 

tqg ate ttc gag ggt age ttc tac tec ggg act gec acg ctg gac gtg 336 
Trp He Phe cty Gly Gly Phe Tyr Ser Gly Thr Ala Thr Leu Asp val 
100 105 110 

tac gac cac egg acq ctg gec teg gag gag aac gtg ate gta gtt teg 384 
Tvr asd His Arg Thr Leu Ala ser Glu Q\u Asn val lie val val Ser 
115 120 125 

ctg cag tac cgt gtc gca agt ctt ggt t 412 
3 eu Gin Tvr Arg val Ala ser Leu Gly 
130 " 135 

<210> 81 

<211> 437 

<212> DNA . . N 

<213> Culex pi pi ens quinquefasciatus strain ESQ {.$} 

<220> 

<221> CDS 

<222> (3), . (434) 

<400> 81 A7 
aq qqc aaa ate cgt gga acg aca ctg gaa gcg cct agt gga aag aag 
Gly Lys He Arg Giy Thr Thr Leu Glu Ala Pro Ser Gly Lys Lys 
15 10 15 
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263365us~.seq-1ist-Q82310 (2) .txt 

gta qac gcc tqg atg qqc att ccg tac gcg cag ccc ccg ctg ggt ccg 
val Asp Ala Trp Met Gly He Pro Tyr Ala Gin Pro Pro Leu Gly Pro 
20 2 5 30 



95 



etc cqq ttt cga cat ccq cga ccc qcc gaa aga tgg acc ggt gtg ctg 143 
ieu Arq Phe Ara His Pro Arg Pro Ala Glu Arg Trp Thr Gly val Leu 
35 40 45 



191 



239 



383 



431 



437 



aac gcg acc aaa ccg ccc aac tec tgc gtc cag ate gtg gac acc gta 
Asn Ala Thr Lys Pro Pro Asn Ser Cvs val Gin lie val Asp Thr val 
50 55 ' 60 

•etc ggt gac ttc ccg qqg gcc acc atg tgg aac ccg aac aca ccg etc 
Phe Gly Asp Phe Pro Gly Ala Thr Met Trp Asn Pro Asn Thr Pro Leu 
65 70 75 

tcq gag aac tqt ctg tac ate aac gtg gtc gtg cca egg ccc agg ccc 287 
Ser Glu Asp Cys Leu Tvr lie Asn val val val Pro Arg Pro Arg Pro 
80 85 30 95 

aag aat gcc qcc gtc atg ctg tgg ate ttc ggg ggt ggc ttc tac tec 33 5 
Lys ash Ala Ala val Met Leu Trp He Phe Gly Gly Gly Phe Tyr Ser 
100 105 110 

ggg act gcc acq ctg gac gtg tac gac cac egg acg ctg gcc teg gag 
Gly Thr Ala Thr Leu Asp Val Tyr Asp His Arg Thr Leu Ala Ser Glu 
115 * 120 12 5 

gag aac gtg ate qta gtt teg ctg cag tac cgt gtc gca agt ctt ggg 
Glu Asn val lie val val Ser Leu Gin Tyr Arg val Ala ser Leu Gly 
130 135 140 

ttt etc 
Phe 

<210> 82 
<211> 414 

<212> DNA . . 

<213> Culex pi pi ens qui nquefasci at us strain Srazza is) 

<22Q> 

<221> CDS 

<222> (2) * ■« (412) 

<400> 82 

a ctg gaa gcg ect agt gqa aag aag qtq gac. gcc tgg atg ggc att ccg 4bf 

Leu Glu Ala Pro Ser Gly Lys Lys val Asp Ala Trp Met Gly lie Pro 

1 5 10 15 

tac gca cag ccc ccq ctg ggt ccg etc egg ttt cga eat ccg cga ccc 97 
Tyr Ala Gin Pro Pro Leu Gly Pro Leu Arg Phe Arg His Pro Arg Pro 
20 * 2 5 30 

qcc gaa aga tog acc ggt gtg ctq aac gcg acc aaa ccg ccc aac tec 145 
Ala Glu Arq Trp Thr Glv val Leu Asn Ala Thr Lys Pro Pro Asn Ser 
35 ' 40 45 

tac gtc cag ate qtg gac acc gtg ttc ggt gac ttc ccg ggg gee acc 193 
Cys val Gin lie val Asp Thr vat Phe Gly Asp Phe Pro Gly Ala Thr 
50 55 60 

atg tga aac ccq aac aca ccg etc teg gag gac tgt ctg tac ate aac 241 
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Met Trp ash Pro Asn Thr Pro Leu ser Glu Asp Cys Leu Tyr lie Asn 
65 70 ^5 SO 

qtq gtc gtg cca egg ccc aqq ccc aag aat gec gec gtc atg ctg tgg 289 
Val val val Pro Arg Pro Arg Pro Lys Asn Ala Ala val Met Leu Trp 
85 90 9S 

ate ttc ggg ggt ggc ttc tac tec gag act gec acg ctg gac gtq tac 337 
lie Phe Gly Gly Gly Phe Tyr Ser Gly Thr Ala Thr Leu Asp val lyr 
100 105 110 

gac cac egg acg ctg gec teg gag gag aac gtg ate gta gtt teg ctg 
Asp His Arg Thr Leu Ala Ser Glu Glu Asn val He val val ser Leu 
115 120 125 

cag tac cat gtc gea agt ctt ggg ttt ct 
Gin Tyr Arg val Ala Ser Leu Gly Phe 
130 135 

<210> S3 
<211> 437 

<212> DNA , , , . . 

<213> Culex pi pi ens qui nquef asci atus strain BouaKe {R) 



<220> 

<221> CDS 

<222> (3)>, (434) 



V65 



414 



<400> S3 

ag gqc aaa ate cqt gga acg aca ctg gaa gcg cct agt gga aag aag 4/ 

Giv lys lie Arg Gly Thr Thr Leu Glu Ala Pro ser Giy Lys Lys 

X 5 10 ^ 

gtq gac cca tqg atg gqc aft ccg tac gcg cag ccc ccg ctg ggt ccg 
val Asp Ala Trp Met Gly He Pro Tyr Ala Gin Pro Pro Leu Gly Pro 

20 2 5 30 



95 



143 



etc cqq ttt cga cat ccg cga ccc gec gaa aga tgg ace ggt gig ctg 
Leu Arg Phe Arg His Pro Arg Pro Ala Glu Arg Trp Thr Gly Val Leu 
35 40 4 5 

aac qcg acc aaa ccg ccc aac tec tgc gtc cag ate gtg gac acc gtg 
A^n Ala Thr lys Pro Pro Asn Ser cys Val Gin lie Val Asp Tnr va I 
50 " 5 5 60 

ttc qqt gac ttc ccg ggq gec acc atg tgg aac ccg aac aca ccg etc 
phe Gly Asp Phe Pro Gly Ala Thr Met Trp Asn Pro Asn Thr pro Leu 
65 70 75 

tcq qag gac tgt ctg tac ate aac gtg gtc gtg cca egg ccc agg ccc 
Ser Glu Asp cys Leu Tyr He Asn val Val vas Pro Arg Pro Arg pro 
SO 85 90 

aag aat gec gec gtc atg ctg tgg ate ttc gag ggt ggc ttc tac tec 
ivs Asn Ala Ala Val Met teu Trp He Phe Gly Gly Gly Phe "Tyr ^er 
100 105 110 

nqq act gec acg ctg gac qtq tac gac cac egg acg ctg gec teg gag 
Gly Thr Ala Thr Leu Asp val Tyr Asp His Arg Thr Leu Ala Ser Glu 
y 115 120 125 

gag aac gtg ate gta gtt teg ctg cag tac cgt gtc gca agt ctt ggt 431 
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191 



239 



287 



33d 



383 



263365us-seq-l i st -082310 (2) .txt 
Glu Asn val lie val val Ser Leu Gin Tyr Arg val Ala Ser Leu Gly 
130 135 140 



aac gtg gtc gtg cca egg ccc agg ccc aag aat gee gec gtc atg ctg 
Asn val val vaf Pro Arg Pro Arg pro Lys Asn Ala Ala val Met Leu 
85 90 95 



437 



ttt etc 
Phe 

<210> 84 
<211> 416 

<212> DNA , t , „ 

<213> Culex pi pi ens qui nquefasci atus strain Thai lb) 

<220> 
<221> CDS 
<222> (1), .(424) 

<400> 84 ^ 
aca eta gaa qcg cct agt gga aag aag gtg gac gee tgg atg ggc att 
Thr leu Glu Ala Pro Ser Gly Lys Lys va i Asp Ala Trp Met Giy lie 
1 5 10 15 

ccg tac gcg caq ccc ccg ctg ggt ccg etc egg ttt cga cat ccg cga 
pro Tvr Ala Gin Pro Pro Leu Gly Pro Leu Arg Phe Arg His Pro Arg 
20 25 30 

ccc gec qaa aga tgg ace ggt gtg ctg aae gcg aec aaa ccg ccc aac 144 
pro Ala Glu Arq Trp Thr Gly vat Leu Asn Ala Thr Lys Pro pro Asn 
35 40 45 

tec tgc gtc cag ate gtg gae ace gtg ttc ggt gac ttc ccg ggg gc 
se- rvs val Gin He val Asp Thr Val Phe Gly Asp Phe Pro Gly A I 
50 5 5 60 

aec atq tgg aac ccg aac aca eeg etc teg gag gac tgt ctg tac ate 
Thr Met Trp Asn Pro Asn Thr Pro Leu ser Glu Asp Cys Leu Tyr lie 
65 70 75 80 



96 



c 192 
a 



240 



288 



336 



384 



tag ate ttc ggg ggt ggc ttc tac tec gag act gec acg ctg gac gtg 
Tro lie Phe Gly Glv Gly Phe Tyr ser Gly Thr Ala Thr Leu Asp val 
100 105 110 

tac gac cac egg acg ctg gee teg gag gag aac gtg ate gta gtt teg 
Tvr Asp His Arq Thr Leu Ala Ser Glu Glu Asn val lie val val ber 
115 120 12 5 

ctg cag tac cgt gtc gca agt ctt ggg ttt ct 416 
Leu Gin Tyr Arg val Ala ser Leu Gly Phe 
130 135 

<210> 85 
<211> 426 

<212> DNA . . 

<2l3> culex pi pi ens qui nquefasci atus strain Madurai is; 

<220> 

<221> CDS 

<222> (3)<< (425) 

<400> 85 a ~7 

ca ctg gaa gcg cct agt gga aag aag gtg gac gca tgg atg ggc att 47 
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leu Glu Ala Pro Ser Gly Lys Lys val Asp Ala Trp Met Gly lie 
1 5 10 IS 

ccci tac gcg cag ccc ccg ctg ggt ccg etc egg ttt cga cat ccg cga 95 
pro Tyr Ala Gin Pro Pro Leu Gly Pro Leu Arg Phe Arg His Pro Arg 
20 25 30 

ccc qcc qaa aqa tgg acc got gtg ctg aac gca acc aaa ccg ccc aac 143 
pro Ala Glu Arg Trp Thr Gly Val Leu Asn Ala Thr Lys Pro Pro Asn 
35 40 45 

tec tgc ate caq ate gtq gac acc gtg ttc ggt gac ttc ccg ggg gec 191 
ser Cys val Gin lie Val Asp Thr val Phe Gly Asp Phe Pro Gly Ala 
50 55 60 

acc ato tog aac ccg aac aca ccg etc teg gag gac tgt ctg tac ate 
Thr wet Trp Asn Pro Asn Thr Pro Leu Ser Glu Asp Cys Leu Tyr He 
65 70 75 



tac gac cac egg acq ctq gec teg gag gag aac gtg ate gta gtt teg 
Tvr Asp His Arg Thr Leu Ala Ser Glu Glu Asn val lie val Vaf Ser 
115 120 125 

ctq cag tac cgt gtc gca agt ctt ggg ttt etc ttc ctg gge a 

Leu Gin Tyr Arg val Ala ser Leu Gly Phe Leu Phe Leu Gly 
130 135 140 

<21G> 86 
<211> 423 
<212> DNA 

<213> Culex pi pi ens qui nquef asci atus strain Recife (R) 

<220> 

<221> CDS 

<222> CD> (423) 

<400> 86 

ctg qaa geg cct age gga aag aag gtq gac gca tgg atg gge att ccg 

leu Glu Ala Pro ser Gly Lys Lys val Asp Ala Trp Met Gly lie Pro 

1 5 10 1* 

tac gcg cag cct ccg ctg qqt ccg etc egg ttt cga cat ccg cga ccc 
Tyr Ala Gin Pro Pro Leu Gly Pro Leu Arg Phe Arg His Pro Arg Pro 
20 2 5 30 



gee gaa aqa tgg acc ggt gtg ctg aac gcg acc ma ccg ccc aac tc 

Ala Glu Arq Trp Thr Gly VaT Leu Asn Ala Thr Lys Pro Pro Asn ser 

35 40 45 

tac gtc caq ate gtq gac acc gtq ttc got gac ttc ccg ggg gee ace 

cvs val Gin lie val Asp Thr vat Phe Gly Asp Phe Pro Gly Ala Thr 
50 5 5 60 

atg tgq aac ccg aac aca ccq etc teg gag gac tgt ctg tac ate aac 
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239 



287 



aac qtq cstc gtq cca cgq ccc agg ccc aag aat gec gee gtc atg ctg 

Asn val val val Pro Arq pro Arq Pro Lys Asn Ala Ala Val Met Leu 
80 85 90 95 

tag ate ttc ggg gqt gge ttc tac tec ggg act gee aeg ctg gac gtq 335 

Trp lie Phe Gly Gly Gly Phe Tyr ser Gly Thr Ala Thr Leu Asp val 

100 105 110 



383 



426 



48 



96 



tee 144 



192 



140 



288 



336 



263365us~seq-list~082310 (2),txt 
Met Trp Asn Pro Asn Thr Pro Leu ser Glu Asp Cys Leu Tyr lie Asn 
65 70 75 BO 

qtci qtc qtg cca egg ccc agg ccc aag aat gee gec gtc atg ctg tgg 
val val val Pro Arg Pro Arg Pro Lys Asn Ala Ala Val Met Leu Trp 
85 90 9I> 

ate ttc qqq qgt age ttc tac tec ggg act gec acg ctg gac gtq tac 
He Phe Gly Gly ser Phe Tyr ser Gly Thr Ala Thr Leu Asp val Tyr 
100 105 110 

aac cac egg acg ctg gec teg gag gag aac gtq ate gta gtt teg ctg 384 
asp His Arg Thr Leu Ala Ser Glu Glu Asn val He val val ser Leu 
US 120 12 5 

cag tac eat gtc oca agt ctt ggt ttt etc ttc ctg gqc 423 
Gin x vr Arg val Ala ser Leu Gly Phe Leu Phe Leu Gly 
130 13 5 140 

<210> 87 
<211> 416 

<212> DNA . _ - . 

<213> Culex pi pi ens qui nquetasci atus strain bresi \ (,s; 

<220> 

<221> CDS 

<222> (3) ..(4X3) 

<400> 87 A7 
ca ctq aaa gcg cct agt gga aag aag gtg gac gca tgg atg gqc att 4/ 
leu Glu Ala Pro Ser Gly Lys Lys val Asp Ala Trp Met Giy lie 
1 5 10 15 

ccq tac gcg caq ccc ccg ctg ggt ccg etc egg ttt cga cat ecg cga 
pro Tvr Ala Gin Pro Pro Leu Gly Pro Leu Arg Phe Arg His Pro Arg 
20 25 30 

ccc gee gaa aga tgg acc ggt gtq ctg aac gcg acc aaa ccg ccc aac 
pro Ala Glu Arg Trp Thr Gly val Leu Asn Ala Thr Lys Pro Pro Asn 
35 40 45 



95 



143 



c 191 
a 



tec tac gtc caq ate gtq gac acc gtg ttc ggt gac ttc ccg ggg gc 
^er Cys Val Gin He vat Asp Thr val Phe Gly Asp Phe Pro Gly Al 
1 '50 55 60 

acc atg tgg aac ccg aac aca ccg etc teg gag gac tgt ctg tac ate 239 
Thr Met Trp Asn Pro Asn Thr Pro Leu Ser Glu Asp Cys Leu Tyr lie 
65 70 75 

aac qtg gtc gtq cca egg ccc agg ccc aag aat gee gec gtc atg ctg 287 
A^n va§ val val Pro Arq Pro Arg Pro Lys Asn Ala Asa val Met Leu 
' go 85 30 95 

tag ate ttc ggg ggt gqc ttc tat tec gqg act gec acg ctg gac gtg 335 
Trp lie Phe Glv Gly Gly Phe Tyr Ser Gly Thr Ala Thr Leu Asp val 
100 105 110 

tac gac cac egg acg ctg gec teg gag gag aac gtq ate gta gtt teg 
Tyr Asp His Arg Thr Leu Ala ser Glu Giu Asn va! He val val ser 
115 120 125 

ctg caq tac cgt qtc gca agt ctt ggg ttt etc 
Leu Gin Tyr Arq val Ala Ser Leu Gly Phe 
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416 



263365us-seq-1ist>G8231G (2) „txt 
130 135 

<210> 88 
<211> 418 
<212> DNA 

<213> Culex pi pi ens qui nquefasci atus strain Moorea (s) 

<220> 

<221> CDS 

<222> CD< (417) 

<400> SB 

aca ctg gaa qea cct aqt gga aag aag gtg gac gca tgg atg ggc att 
Thr Leu Glu Ala Pro ser Gly uys Lys val Asp Ala rrp Met Gly He 
1 5 10 15 

ccg tac gcg cag cct ccg ctg qqt ccg etc egg ttt cga cat ccg cga 
Pro xyr Ala Gin Pro Pro Leu Gly Pro Leu Arg Phe Arg His Pro Arg 
20 25 30 



tec tgc gtc caa ate gtg gac acc gtg ttc ggt gac ttc ccg ggg gec 
Ser Cys val Gin He val Asp Thr val Phe Gly Asp Phe Pro Gly Ala 
50 5 5 60 

acc ata tog aac ccg aac aca ccg etc teg gag gac tgt ctg tac ate 
Thr Met Trp Asn Pro Asn Thr Pro Leu ser Glu Asp Cys Leu Tyr He 
65 70 7 5 80 

aac gtg gtc gtg cca egg ccc agg ccc aag aat gec gec gtc atg ctg 
A<:n val val va! Pro Arg Pro Arg Pro Lys Asn Ala Ala val Met Leu 
85 90 95 

tqq ate ttc ggg ggt gac ttc tac tec ggg act gec acg ctg gac gtg 
Tro lie Phe Gly Gly Gly Phe Tyr ser Gly Thr Ala Thr Leu Asp val 
100 105 HO 

tac gac cac egg acg ctg gec teg gag gag aac gtg ate gta gtt teg 
Tvr Asp His Arq Thr Leu Ala ser Glu Glu Asn val lie val va] Ser 
115 " 120 12 5 

ctg cag tac cgt qtc gca agt ctt ggg ttt etc t 
Leu Gin Tyr Arg val Ala Ser Leu Gly Phe Leu 
130 135 

<210> 89 
<211> 402 
<212> DNA 

<213> culex pi pi ens pi pi ens strain Kill care IS) 

<220> 

<221> CDS 

<222> (1) < , (402) 

<400> 89 

agt qaa aag aag gtg qac gca tgg atg ggc att ccg tac gcg cag ccc 

Ser Gly Lys Lys Val Asp Ala Trp Met Gly He Pro Tyr Ala Gin Pro 

1 5 10 15 

ccq ctg ggt ccg etc egg ttt cqa cat ccg cga ccc gec gaa aga tgg 
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48 



96 



ccc acc gaa aga tgg acc ggt gtg ctg aac gcg acc aaa ccg ccc aac 144 
Pro Ala Glu Arq Trp Thr Gly val Leu Asn Ala Thr Lys Pro Pro Asn 
35 40 45 



192 



>40 



288 



336 



418 



96 



263365us~seq-list-08231G (2) ,txt 
pro Leu Gly Pro Leu Arg Phe Arg His Pro Arg Pro Ala Glu Arg Trp 
20 25 30 

acc got qtq ctg aac gcq acc aaa cca ccc aac tec tgc gtc cag ate 144 
Thr Gly vat Leu Asn Ala Thr Lvs Pro Pro Asn ser cys val Gin lie 
3 5 40 45 

gtq gac aca gtg tte ggt gac ttc ccg ggg gee acc atg tgg aac ccg 192 
val Asp Thr Vat Phe Gly Asp Phe Pro Gly Ala Thr Met Trp Asn Pro 
50 55 60 

aae aca ccc etc teg aag gae tgt ctg tac ate aac gtq gtc gtg cca 240 
Asn Thr Pro Leu Ser Glu Asp Cys Leu Tyr lie Asn VaT val Val Pro 
65 70 ?$ 80 

ago ccg agg ccc aag aat gec get gtc atg ctg tgg ate tte ggg ggt 288 
Ara Pro Arg Pro Lys Asn Ala Ala Val Met Leu Trp lie Phe Gly Gly 
85 90 95 

qqc ttc tac tec gag act gec acg ttg gac gtg tac gat cat egg acg 336 
gIv Phe Tvr Ser gTv Thr Ala Thr Leu Asp Val Tyr Asp His Arg Thr 
" 100 105 110 

etq gec teg gag gag aac qtq ate gtq gtt teg ctg cag tac egt gtc 384 
Leu Ala Ser Glu Glu Asn Val lie VaT val Ser Leu Gin Tyr Arg val 
115 120 12 5 



gca agt ctt ggt ttt etc 
Ala Ser Leu Gly Phe Leu 
130 

<210> 90 
<211> 152 
<212> PRT 

<213> culex pi pi ens pi pi ens strain Espro (R) 
<400> 90 

Gly Lys lie Arg Gly Thr Thr Leu Glu Ala Pro Ser Gly Lys Lys Val 
1 "5 10 15 

Asp Ala Trp Met Gly lie Pro Tyr Ala Gin Pro Pro Leu Gly Pro Leu 
20 2 5 30 

Ara Phe Arg His Pro Arg Pro Ala Glu Arg Trp Thr Gly val Leu Asn 
35 40 45 

Ala Thr Lys Pro Pro Asn Ser Cvs val Gin lie val Asp Thr val Phe 
50 5 5 60 

Gly Asp Phe Pro Gly Ala Thr Met Trp Asn Pro Asn Thr Pro Leu Ser 
65 70 75 80 

Glu Asp Cys Leu Tyr lie Asn val val Val Pro Arg Pro Arg Pro Lys 
85 90 95 

Asn Ala Ala val Met Leu Trp He Phe Gly Gly ser Phe Tyr ser Gly 
100 105 110 

Thr Ala Thr Leu Asp val Tyr Asp His Arg Thr Leu Ala Ser Glu Glu 
115 * 120 12 5 
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263385us~seq-list-G8231G (2).txt 
Asn val lie Val Val Ser Leu Gin Tyr Arg Val Ala Ser Leu Gly Phe 
130 135 140 

leu Phe Leu Gly Thr Pro Glu Ala 
145 150 

<210> 91 

<211> 152 

<212> PRT ^ . r> . . 

<213> Culex pi pi ens qui nquefasci atus strain ProR^Sj 

<400> 91 

Lys Gly Lys lie Arg Gly Thr Thr Leu Glu Ala Pro Ser Gly Lys Lys 
1 5 10 15 

val Asp Ala Trp Met. Gly lie Pro Tyr Ala Gin Pro Pro Leu Gly Pro 
20 25 *0 

Leu Arg Phe Arg His Pro Arg Pro Ala Glu Arg Trp Thr Gly val Leu 
35 40 45 

Asn Ala Thr Lys Pro Pro Asn Ser Cys val Gin lie val Asp Thr val 
50 55 60 

Phe Gly Asp Phe Pro Glv Ala Thr Met Trp Asn Pro Asn Thr Pro Leu 
6§ 70 75 SO 

ser Glu Asp cys Leu Tyr He Asn val val val Pro Arg Pro Arg Pro 
85 30 9-> 

Lys Asn Ala Ala Val Met Leu Trp lie Phe Gly Gly Gly Phe Tyr Ser 
100 105 110 

Gly Thr Ala Thr Leu Asp val Tyr Asp His Arg Thr Leu Ala Ser Glu 
115 120 12 5 

Glu Asn val lie val val Ser Leu Gin Tyr Arg val Ala Ser Leu Gly 
130 135 140 

Phe Leu Phe Leu Gly Thr Pro Glu 
145 150 

<210> 92 
<211> 148 

<212> PRT _ . 

<2!3> culex pi pi ens pi pi ens strain s~lab cs; 

<400> 92 n 

Gly Lys lie Arg Gly Thr Thr Leu Glu Ala Pro Ser Gly Lys Lys Val 



1 



A*p Ala Trp Met Gly He Pro Tyr Ala Gin Pro Pro Leu Gly Pro Leu 
20 25 sO 

Arg Phe Arg His Pro Arg Pro Ala Glu Arg Trp Thr Gly val Leu Asn 

40 ^5 



35 



Ala Thr lys Pro Pro Asn Ser Cvs val Gin lie val Asp Thr val Phe 
50 " 55 60 

Gly Asp Phe Pro Gly Ala Thr Met Trp Asn Pro Asn Thr Pro Leu Ser 
65 70 75 80 
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Glu Asp Cys Leu Tyr He ash Val val val Pro Arg Pro Arg Pro Lys 
85 90 9s 

Asp Ala Ala val Met Leu Trp He Phe Gly Gly Gly Phe Tyr Ser Gly 
100 105 110 

Thr Ala Thr Leu Asp Val Tyr Asp His Arg Thr Leu Ala Ser Glu Glu 
115 * 120 12 S 

Asn val He Val val Ser Leu Gin Tyr Arg val Ala Ser Leu Gly Phe 
130 13 5 140 

Leu Phe Leu Gly 
145 

<210> 93 
<211> 152 
<212> PRT 

<213> Culex pi pi ens pi pi ens strain Padova (R) 

<4()0> 93 n w 

Gly Lys lie Arg Gly Thr Thr Leu Glu Ala Pro Ser Gly Lys Lys Val 
X 5 10 1 5 

4 q o Ala Trp Met Gly lie Pro Tyr Ala Gin Pro Pro Leu Gly Pro Leu 
20 * 25 30 

Arg Phe Arg His Pro Arq Pro Ala Glu Arg Trp Thr Gly Val Leu Asn 
35 " 40 45 

Ala Thr Lys Pro Pro Asn ser cys val Gin He val Asp Thr val Phe 
50 * 55 60 

Gly Asp Phe Pro Gly Ala Thr Met Trp Asn Pro Asn Thr Pro Leu Ser 
65 70 75 80 

Glu Asp Cys Leu Tyr lie Asn Val Val Val Pro Arg Pro Arg Pro Lys 
85 90 95 

Asn Ala Ala val Met Leu Trp He Phe Gly Gly ser Phe Tyr Ser Gly 
100 105 110 

Thr Ala Thr leu Asp Val Tyr Asp His Arg Thr Leu Ala Ser Glu Glu 
115 120 12 5 

Asn val He Val Val Ser Leu Gin Tyr Arg Val Ala Ser Leu Gly Phe 
130 135 140 

Leu Phe Leu Gly Thr Pro Glu Ala 
145 150 

<210> 94 

<211> 154 

<212> PRT 

<213> culex pipiens pipiens strain praias iR) 

<400> 94 . - 5 

Asp Lys Gly Lys lie Arg Gly Thr Thr Leu Glu Ala Pro ser Gly Lys 
1 " 5 10 15 

Lys val Asp Ala Trp Met Gly He Pro Tyr Ala Gin Pro Pro Leu Gly 
20 25 30 
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pro Leu Arq Phe Arg His Pro Arg Pro Ala Glu Arg Trp Thr Gly val 
3S 40 45 

Lev Asn Ala Thr Lys Pro Pro Asn ser Cys Val Gin lie Val Asp Thr 
50 5 5 60 

val Phe Gly Asp Phe Pro Gly Ala Thr Met Trp Asn Pro Asn Thr Pro 
65 70 75 80 

Leu ser Glu Asp Cvs Leu Tyr lie Asn val val Val Pro Arg Pro Arg 
85 90 95 

pro Lys Asn Ala Ala val Met Leu Trp lie Phe Gly Gly Ser Phe Tyr 
100 105 110 

ser Gly Thr Ala Thr Leu Asp val Tyr Asp His Arg Thr Leu Ala ser 
115 120 12 5 

Glu Glu Asn val lie val Val ser Leu Gin Tyr Arg val Ala Ser Leu 
130 135 140 

Gly Phe Leu Phe Leu Gly Thr Pro Glu Ala 
145 150 

<210> 95 
<211> 154 

<212> PRT ^ , r . 

<213> Culex pi pi ens qui nquef asci atus strain Supercar (K) 

<400> 95 

Asp Lys Gly Lys lie Arg Gly Thr Thr Leu Glu Ala Pro ser Gly Lys 
1 5 10 1 J 

! ys Val Asp Ala Trp met Gly lie Pro Tyr Ala Gin Pro Pro Leu Gly 
20 2 5 30 

Pro Leu Arq Phe Arcs His Pro Arg Pro Ala Glu Arg Trp Thr Gly val 
3 5 40 45 

ieu Asn Ala Thr Lvs Pro Pro Asn Ser Cys val Gin lie Val Asp Thr 
50 5 5 60 

val Phe Gly Asp Phe Pro Gly Ala Thr Met Trp Asn Pro Asn Thr Pro 
65 ' 70 75 80 

Leu Ser Glu Asp Cys Leu Tyr lie Asn val val Val Pro Arg Pro Arg 
85 90 95 

Pro ^ys Asn Ala Ala Val Met Leu Trp lie Phe Gly Gly Ser Phe Tyr 
100 105 110 

ser Gly Thr Ala Thr Leu Asp Val Tyr Asp His Arg Thr Leu Ala Ser 
115 120 125 

Glu Glu Asn val lie val Val ser Leu Gin Tyr Arg Val Ala Ser Leu 
130 135 140 

Gly Phe Leu Phe Leu Gly Thr Pro Glu Ala 
145 150 

<210> 96 
<211> 148 
<212> PRT 
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<213> Culex pi pi ens pi pi ens strain Bruges A (S) 

<40G> 96 „ w 

Glv Lys lie Arcs Gly Thr Thr Leu Glu Ala Pro Ser Gly Lys Lys val 
1 5 10 15 

asp Ala Trp Met Gly lie Pro Tyr Ala Gin Pro Pro Leu Gly pro Leu 
20 25 30 

Ara Phe Arq His Fro Arg Pro Ala Glu Arg Trp Thr Gly val Leu Asn 
35 40 45 

Ala Thr lys Fro Pro Asn Ser Cvs Val Gin lie Val Asp Thr val Phe 
50 55 60 

Glv Asp Phe Pro Gly Ala Thr Met Trp Asn Pro Asn Thr Pro Leu Ser 
65 3 " 70 75 80 

Glu Asp cys Leu Tyr He Asn Val val Val Pro Arg Pro Arg Pro Lys 
85 90 9:> 

Asn Ala Ala val Met Leu Trp lie Phe Gly Gly Gly Phe Tyr Ser Gly 
100 105 110 

Thr Ala Thr Leu Asp val Tyr Asp His Arg Thr Leu Ala Ser Glu Glu 
115 120 12 5 

Asn val lie val val Ser Leu Gin Tyr Arg val Ala ser Leu Gly Phe 
130 135 140 

Leu Phe Leu Gly 
145 

<210> 97 
<211> 152 

<212> PRT . r x 

<213> Culex pi pi ens qui nquef asci atus strain BO (R) 

<400> 97 

Gly Lys lie Arg Gly Thr Thr Leu Glu Ala Pro ser Gly Lys Lys val 
1 '"5 10 15 

Asp Ala Trp Met Gly lie Pro Tyr Ala Gin Pro Pro Leu Gly Pro Leu 
20 25 30 

Arq phe Arq His Pro Arg Pro Ala Glu Arg Trp Thr Gly val Leu Asn 
35 40 45 

Ala Thr Lys Pro Pro Asn Ser Cys Val Gin lie val Asp Thr val Phe 

50 55 60 

Gly Asp Phe Pro Gly Ala Thr Met Trp Asn Pro Asn Thr Pro Leu Ser 
65 * 70 75 B0 

Glu Asp Cvs Leu Tyr lie Asn Val val val Pro Arg Pro Arg Pro Lys 
85 90 95 

Asn Ala Ala val Met Leu Trp lie Phe Gly Gly ser Phe Tyr ser Gly 
100 105 110 

Thr Ala Thr Leu Asp val Tyr Asp His Arg Thr Leu Ala Ser Glu Glu 
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115 120 125 

A sn val lie val val Ser Leu Gin Tyr Arg Val Ala Ser Leu Gly Phe 
130 135 140 

Leu Phe Leu Gly Thr Pro Glu Ala 
14S 150 

<210> 98 
<211> 148 

<213> culex pi pi ens qui nquef asci atus strain D31 (R) 
<400> 98 

Gly Lys He Arg Glv Thr Thr Leu Glu Ala Pro ser Gly Lys Lys val 
1 5 10 15 

Asp Ala Trp Met Gly He Pro Tyr Ala Gin Pro Pro Leu Gly Pro Leu 
20 2 5 30 

Arg Phe Arg His Pro Arg Pro Ala Glu Arg Trp Thr Gly Val Leu Asn 
35 40 45 

Ala Thr Lys Pro Pro Asn ser Cys Val Gin lie val Asp Thr Val Phe 
50 55 60 

Glv Asp Phe Pro Gly Ala Thr Met Trp Asn Pro Asn Thr Pro Leu Ser 
65 70 7 5 ov 

Glu asp cvs Leu Tyr He Asn val val val Pro Arg Pro Arg Pro Lys 
85 90 9t> 

Asn Ala Ala val Met Leu Trp He Phe Gly Gly Ser Phe Tyr Ser Gly 
100 105 HO 

Thr Ala Thr Leu Asp Val Tyr Asp His Arg Thr Leu Ala Ser Glu Glu 
115 120 125 

Asn val lie val val ser Leu Gin Tyr Arg val Ala Ser Leu Gly Phe 
130 135 140 

Leu Phe Leu Gly 
145 

<21Q> 99 

<213> culex pi pi ens qui nquef asci atus strain Harare (R) 

Glv lys He Arg Glv Thr Thr Leu Glu Ala Pro Ser Gly Lys Lys Va ! 
i " " 5 10 15 

A so Ala rrp Met Gly He Pro Tyr Ala Gin Pro Pro Leu Gly Pro Leu 
20 25 30 

Arg Phe Arg His Pro Arg Pro Ala Glu Arg Trp Thr Gly val Leu Asn 
35 40 45 

Ala Thr lys Pro Pro Asn ser cys val Gin lie val Asp Thr val Phe 
50 55 60 

Glv Asp Phe Pro Gly Ala Thr Met Trp Asn Pro Asn Thr Pro Leu ser 
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65 70 75 80 

Glu Asp Cvs Leu Tvr lie Asn val Val Val Pro Arg Pro Arg Pro Lys 
85 90 95 

Asn Ala Ala val Met Leu Trp lie Phe Gly Gly ser Phe Tyr Ser Gly 
100 105 110 

Thr Ala Thr Leu Asp Val Tyr Asp His Arg Thr Leu Ala Ser Glu Glu 
115 120 125 

Asn val He val val Ser Leu Gin Tyr Arg Val Ala Ser Leu Gly Phe 
130 135 140 

Leu Phe Leu Gly Thr Pro Glu Ala 
145 150 

<210> 100 
<211> 152 
<2 1 2> PRT 

<213> Culex pi pi ens qui nquefasci atus strain Martinique (R) 
<400> 100 

Glv Lys lie Arg Gly Thr Thr Leu Glu Ala Pro Ser Gly Lys Lys val 
1 5 10 15 

Asp Ala Trp Met Gly lie Pro Tyr Ala Gin Pro Pro Leu Gly Pro Leu 
20 25 30 

Arq Phe Arq His Pro Ara Pro Ala Glu Arq Trp Thr Gly val Leu Asn 
35 ~ 40 45 

Ala Thr Lys Pro Pro Asn Ser Cys Val Gin lie Val Asp Thr val Phe 
50 * 5 5 60 

Gly Asp Phe Pro Gly Ala Thr Met Trp Asn Pro Asn Thr Pro Leu Ser 
65 70 75 80 

Glu Asp Cvs Leu Tvr lie Asn val val val Pro Arg Pro Arg Pro Lys 
85 90 95 

Asn Ala Ala val Met Leu Trp lie Phe Gly Gly Ser Phe Tyr Ser Gly 
100 105 110 

Thr Ala Thr Leu Asp val Tyr Asp His Arg Thr Leu Ala Ser Glu Glu 
115 120 12 5 

Asn val lie val val ser Leu Gin Tyr Arg val Ala ser Leu Gly Phe 
130 135 140 

Leu Phe Leu Gly Thr Pro Glu Ala 
145 150 

<210> 101 
<211> 148 
<212> PRT 

<213> culex pi pi ens pi pi ens strain Barriol QR) 
<400> 101 

Gly Lys lie Arg Gly Thr Thr Leu Glu Ala Pro Ser Gly Lys Lys val 
1 5 10 15 

Asp Ala Trp Met Gly lie Pro Tyr Ala Gin Pro Pro Leu Gly Pro Leu 
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20 25 30 

Arq Phe Arg His Pro Arg Pro Ala Glu Arg Trp Thr Gly Val Leu Asn 
35 ' 40 45 

Ala Thr Lys Pro Pro Asn Ser Cys val Gin lie val Asp Thr val Phe 
50 55 " 60 

Gly Asp Phe Pro Gly Ala Thr Met Trp Asn Pro Asn Thr Pro Leu Ser 
65 70 75 80 

Glu Asp Cys Leu Tyr lie Asn Val val val Pro Arg Pro Arg Pro Lys 
85 90 9s 

Asn Ala Ala val Met Leu Trp lie Phe Gly Gly Ser Phe Tyr Ser Gly 
100 105 110 

Thr Ala Thr Leu Asp Val Tvr Asp His Arg Thr Leu Ala Ser Glu Glu 
115 " 120 12 5 

Asn val lie Val val Ser Leu Gin Tyr Arg val Ala ser Leu Gly Phe 
130 135 140 

Leu Phe Leu Gly 
145 

<210> 102 
<211> 148 

<7>2.?> pf<x 

<213> Culex pi pi ens pi pi ens strain Bleuet (s) 

<400> 102 n _ 

Gly Lys lie Arg Gly Thr Thr Leu Glu Ala Pro ser Gly Lys Lys Val 
1 5 10 15 

Asp Ala Trp Met Gly lie Pro Tyr Ala Gin Pro Pro Leu Gly Pro Leu 
20 25 30 

Arq Phe Arq His Pro Arg Pro Ala Glu Arg Trp Thr Gly val Leu Asn 
35 40 45 

^Ta Thr lvs Pro Pro Asn Ser Cys val Gin lie val Asp Thr val Phe 
50 ^ 55 60 

Glv aso Phe Pro Gly Ala Thr Met Trp Asn Pro Asn Thr Pro Leu ser 

65 70 7-5- 80 

Glu asp Cvs Leu Tvr lie Asn Val Val val Pro Arg Pro Arg Pro Lys 
85 90 So 

Asn Ala Ala Val Net Leu Trp lie Rhe Gly Gly Gly Phe Tyr Ser Gly 
100 10 S 110 

Thr Ala Thr Leu asp val Tvr Asp His Arg Thr Leu Ala Ser Glu Glu 
IIS ' 120 12 5 

Asn val lie val val ser Leu Gin Tyr Arq val Ala ser Leu Gly Phe 
130 135 140 

Leu Phe Leu Gly 
145 

<210> 103 
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<211> 148 

<212> PRT , 
<213> Culex pi pi ens pi pi ens strai n Bruges B C.S) 

<400> 103 _ 
Gly tys lie Arg Gly Thr Thr Leu Glu Ala Pro ser Gly Lys Lys val 
1 5 10 15 

asp Ala Trp Met Gly lie Pro Tyr Ala Gin Pro Pro Leu Gly Pro Leu 
20 2 5 30 

Arg phe Arg His Pro Arg Pro Ala Glu Arg Trp Thr Gly Val Leu Asn 
3 5 40 45 

Ala Thr Lys Pro Pro Asn Ser Cys Val Gin lie val Asp Thr Val Phe 
50 55 60 

Gly Asp Phe Pro Gly Ala Thr Net Trp Asn Pro Asn Thr Pro Leu Ser 
65 70 75 80 

Glu Asp Cvs Leu Tyr He Asn val val val Pro Arg Pro Arg Pro Lys 
85 90 95 

Asn Ala Ala Val Met Leu Trp lie Phe Gly Gly Gly Phe Tyr Ser Gly 
100 105 110 

Thr Ala Thr Leu Asp val Tvr Asp His Arg Thr Leu Ala Ser Glu Glu 
115 * 120 12 5 

asm val lie val val Ser Leu Gin Tyr Arg val Ala ser Leu Gly Phe 
130 135 140 

Leu Phe Leu Gly 
145 

<210> 104 
<211> 148 
<212> PRT 

<213> Culex pi pi ens pi pi ens strain Heteren (S) 
<400> 104 

Gly lys lie Arg Gly Thr Thr Leu Glu Ala Pro ser Gly Lys Lys va \ 
1 " 5 10 15 

aso Ala Trp Met Glv lie Pro Tyr Ala Gin Pro Pro Leu Gly Pro Leu 
20 2 5 30 

Arq Phe Arg His Pro Arg Pro Ala Glu Arg Trp Thr Gly val Leu Asn 
35 40 45 

Ala Thr lys Pro Pro Asn Ser Cys val Gin lie val Asp Thr Val Phe 
50 J 5 5 60 

Glv Asp Phe Pro Glv Ala Thr Met. Trp Asn Pro Asn Thr Pro Leu Ser 
65 " 70 75 80 

Glu Asp Cys Leu Tyr lie Asn val val val Pro Arg Pro Arg Pro Lys 
85 90 95 

Asn Ala Ala Val Met Leu Trp lie Phe Gly Gly Gly Phe Tyr Ser Gly 
100 105 110 

Thr Ala Thr Leu Asp Val Tyr Asp His Arg Thr Leu Ala Ser Glu Glu 
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115 120 125 

Asn Val lie val val ser Leu Gin Tyr Arg val Ala Ser Leu Gly Phe 
130 135 140 

Leu Phe Leu Gly 
145 

<210> 105 
<2U> 149 

<212> PRT . . , . 

<213> Culex pi pi ens qui nquefascT atus strain Ling ^s; 

<400> 105 „ 

Gin Gly Lys lie Arg Gly Thr Thr Leu Glu Ala Pro ser Gly Lys Lys 
15 10 15 

val Asp Ala Trp Met Gly lie Pro Tyr Ala Gin Pro Pro Leu Gly Pro 
20 2b 30 

leu Arg Phe Arq His Pro Arg Pro Ala Glu Arg Trp Thr Gly val Leu 
^35 " 40 45 

Asn Ala Thr Lys Pro Pro Asn Ser Cys val Gin lie val Asp Thr val 
SO 55 60 

Phe Gly Asp Phe Pro Gly Ala Thr Met Trp Asn Pro Asn Thr Pro Leu 
65 70 75 80 

Ser Glu Asp Cys Leu Tyr lie Asn val val val Pro Arg Pro Arg Pro 
'85 90 95 

Lys Asn Ala Ala val Met Leu Trp lie Phe Gly Gly Gly Phe Tyr ser 
100 105 110 

Gly Thr Ala Thr feu Asp val Tvr Asp His Arg Thr Leu Ala ser Glu 
115 120 12 5 

Glu Asn val lie val val Ser Leu Gin Tyr Arg val Ala Ser Leu Gly 
130 13 5 140 

phe Leu Phe Leu Gly 
145 

<210> 106 
<211> 148 

<212> PRT . 

<;213> Culex pi pi ens quinquefasciatus strain Mao (s; 

<400> 106 

Gly Lys lie Arg Gly Thr Thr Leu Glu Ala Pro ser Gly Lys Lys val 
1 5 10 15 

Asp Ala Trp Met Gly lie Pro Tyr Ala Gin Pro Pro Leu Gly Pro Leu 
20 * 25 30 

Arg Phe Arg His Pro Arg Pro Ala Glu Arg Trp Thr Gly val Leu Asn 
35 40 45 

Ala Thr Lys Pro Pro Asn ser cys val Gin lie val Asp Thr val Phe 
50 55 60 
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Gly Asp Phe Pro Gly Ala Thr Met Trp Asn Pro Asn Thr Pro Leu Ser 

65 70 75 80 

Glu Asp Cvs Leu Tyr lie Asn Val Val val Pro Arg Pro Arg Pro Lys 
85 90 95 

Asn Ala Ala val Met Leu Trp lie Phe Gly Gly Gly Phe Tyr Ser Gly 
100 105 110 

Thr Ala Thr Leu Asp val Tyr Asp His Arg xhr Leu Ala Ser Glu Glu 
115 120 12 5 

Asn val lie val val Ser Leu Gin Tyr Arg val Ala ser Leu Gly Phe 
130 135 140 

Leu Phe Leu Gly 

145 

<210> 107 
<211> 144 
<212> PRT 

<213> Culex pi pi ens qui nquef asci atus strain TemR (s) 
<400> 107 

tys Tie Arg Glv Thr Thr Leu Glu Ala Pro Ser Gly Lys Lys val Asp 

1 ' ' 5 10 15 

Ala Trp Met Glv He Pro Tyr Ala Gin Pro Pro Leu Gly Pro Leu Arg 
20 25 30 

Ph** Arq His Pro Arq Pro Ala Glu Arg Trp Thr Gly Val Leu Asn Ala 
3 5 40 45 

Thr Lvs Pro Pro Asn Ser Cys Val Gin lie Val Asp Thr val Phe Gly 
50 5 5 60 

Asp Phe Pro Gly Ala Thr Met Trp Asn Pro Asn Thr Pro Leu ser Glu 
6S 70 75 80 

Asia Cys Leu Tyr lie Asn val val Val Pro Arg Pro Arg pro Lys Asn 
85 90 95 

Ala Ala val Met Leu Trp He Phe Gly Gly Gly Phe Tyr Ser Gly Thr 
100 105 110 

Ala Thr Leu Asp val Tyr Asp His Arg Thr Leu Thr Ser Glu Glu Asn 
115 120 125 

val lie val Val ser Leu Gin Tyr Arq val Ala Ser Leu Gly Phe Leu 
130 135 140 

<210> 108 
<211> 148 
<212> PRT 

<213> Culex torrenti urn strain Uppsala 

<400> 108 w ^ 

Gly Lys lie Arg Gly Thr Thr Leu Glu Ala Pro Ser Gly Lys Lys val 
15 10 lb 

Asp Ala Trp Met Gly lie Pro Tyr Ala Gin Pro Pro Leu Gly Pro Leu 
20 25 30 
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Arq phe Arg His Pro Arg Pro Ala Glu Arg Trp Thr Gly val Leu Asn 
3 5 40 45 

Ala Thr Lys Pro Pro Asn ser Cys val Gin lie val Asp Thr val Phe 
50 5 5 60 

Gly Asp Phe Pro Gly Ala Thr Met Trp Asn Pro Asn Thr pro Leu ser 
65 70 75 BO 

Glu Asp cys Leu Tvr lie Asn Val val val Pro Arg Pro Arg Pro Lys 
85 90 95 

Asn Ala Ala Val Met Leu Trp lie Phe Gly Gly Gly Phe Tyr Ser Gly 
100 105 HO 

Thr Ala Thr Leu Asp val Tyr Asp His Arg Thr Leu Ala Ser Glu Glu 
115 120 12 5 

Asn val lie val Val Ser Leu Gin Tyr Arq val Ala ser Leu Gly Phe 
130 135 140 

Leu Phe Leu Gly 
145 

<210> 109 
<2ll> 148 
<212> PRT 

<213> Culex pi pi ens qui nquefasci atus strain Trans (S) 
<400> 109 

Gly Lys He Arg Gly Thr Thr Leu Glu Ala Pro Ser Gly Lys Lys Val 
1 5 10 15 

Asp Ala Trp Met Gly lie Pro Tvr Ala Gin Pro Pro Leu Gly Pro Leu 
20 25 30 

Arq Phe Arq His Pro Arq Pro Ala Glu Arg Trp Thr Gly val Leu Asn 
35 ~ 40 45 

Ala Thr Lys Pro Pro Asn Ser Cys val Gin lie val Asp Thr val Phe 
50 " 55 60 

Gly Asp Phe Pro Gly Ala Thr Met Trp Asn Pro Asn Thr Pro Leu Ser 
65 70 75 80 

Glu Asp Cys Leu Tyr He Asn val val val Pro Arg Pro Arg Pro Lys 
85 90 95 

Asn Ala Ala val Met Leu Trp He Phe Gly Gly Gly Phe Tyr Ser Gly 
100 105 110 

Thr Ala Thr Leu Asp Val Tyr Asp His Arq Thr Leu Thr Ser Glu Glu 
115 120 12 5 

Asn val lie val val Ser Leu Gin Tyr Arg val Ala ser Leu Gly Phe 
130 135 140 

Leu Phe Leu Gly 
145 

<210> 110 
<2U> 137 
<212> PRT 
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<213> Culex pi pi ens qui nquef asci atus strain BED (S) 

<400> 110 

Thr leu Glu Ala Pro Ser Gly Lys Lys val Asp Ala Trp Met Gly He 
1 " 5 10 15 

pro Tyr Ala Gin Pro Pro Leu Gly Pro Leu Arg Phe Arg His Pro Arg 
20 25 30 

pro Ala Glu Arq Trp Thr Gly Val Leu Asn Ala Thr Lys Pro Pro Asn 
35 ~ 40 45 

ser cys val Gin He val Asp Thr val Phe Gly Asp Phe Pro Gly Ala 
50 5 5 60 

Thr Met Trp Asn Pro Asn Thr Pro Leu Ser Glu Asp Cys Leu Tyr lie 
65 70 75 §0 

Asn val val Val Pro Arg Pro Arg Pro Lys Asn Ala Ala val Met Leu 
85 90 95 

Trp lie Phe Gly Gly Gly Phe Tyr ser Gly Thr Ala Thr Leu Asp val 
100 105 110 

Tvr asp His Arq Thr Leu Ala Ser Glu Glu Asn Val lie val Val Ser 
115 ~ 120 12 5 

Leu Gin Tyr Arq val Ala ser Leu Gly 
130 135 

<210> 111 
<211> 144 
<2 1 2> PRT 

<213> culex pi pi ens qui nquef asci atus strain BSQ (S) 

<400> 111 „ , . w i 

Gly lvs lie Arq Gly Thr Thr Leu Glu Ala Pro Ser Gly Lys Lys val 
I ' 5 10 1* 

Asp Ala Trp Met Glv lie Pro Tyr Ala Gin Pro Pro Leu Gly Pro Leu 
20 25 30 

Arq Phe Arq His Pro Arg Pro Ala Glu Arg Trp Thr Gly val Leu Asn 
35 " 40 45 

Ala Thr Lys Pro Pro Asn ser cys val Gin lie val Asp Thr val Phe 
50 5 5 60 

Gly Asp Phe Pro Glv Ala Thr Met Trp Asn Pro Asn Thr Pro Leu Ser 
65 70 75 80 

Glu Asp cys Leu Tyr He Asn val val val Pro Arg Pro Arg Pro Lys 
85 30 95 

Asn Ala Ala val Met Leu Trp He Phe Gly Gly Gly Phe Tyr Ser Gly 
100 105 110 

Thr Ala Thr Leu Asp val Tyr Asp His Arg Thr Leu Ala ser Glu Glu 
115 ' 120 125 

A^n val lie val Val Ser Leu Gin Tyr Arg val Ala Ser Leu Gly Phe 
130 135 140 
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<2X0> 112 
<211> 137 
<2J2> PRT 

<213> Culex pi pi ens qui nquefasci atus strain Brazza (S) 

<4()0> 112 

Leu Glu Ala Pro Ser Gly Lys Lys Val Asp Ala Trp Met Gly lie Pro 
X 5 10 15 

Tyr Ala Gin Pro Pro Leu Gly Pro Leu Arg Phe Arg His Pro Arg Pro 
20 25 30 

Ala Glu Ara Trp Thr Gly val Leu Asn Ala Thr Lys Pro Pro Asn Ser 
35 40 45 

Cys val Gin He val Asp Thr val Phe Gly Asp Phe Pro Gly Ala Thr 
50 55 60 

Met Trp Asn Pro Asn Thr Pro Leu Ser Glu Asp Cys Leu Tyr He Asn 
65 70 75 

val val val Pro Ara Pro Arg Pro Lys Asn Ala Ala val Met Leu Trp 
85 30 95 

lie Phe Gly Gly Gly Phe Tyr Ser Gly Thr Ala Thr Leu Asp Val Tyr 
100 105 110 

Asp His Ara Thr Leu Ala Ser Glu Glu Asn val lie val Val Ser Leu 
115 120 12 5 

Gin Tyr Arq val Ala ser Leu Gly Phe 
130 135 

<210> 113 
<211> 144 

<212> PRT . r _ 

<213> Culex pi pi ens qui nquefasci atus strain Bouake W 

<400> 113 

Glv Lys lie Arg Gly Thr Thr Leu Glu A!a Pro Ser Gly Lys Lys val 
1 " 5 10 15 

a^d Ala Trp Met Gly lie Pro Tyr Ala Gin Pro Pro Leu Gly Pro Leu 
' 20 25 30 

Ara Phe Ara His Pro Arq pro Ala Glu Arg Trp Thr Gly val Leu Asn 
35 40 45 

Ala Thr Lys Pro Pro Asn ser Cys val Gin lie val Asp Thr val Phe 
50 55 60 

Gly Asp Phe Pro Gly Ala Thr Met Trp Asn Pro Asn Thr Pro Leu Ser 
65 70 75 80 

Glu Asp Cys Leu Tyr He Asn Val Val val Pro Arg Pro Arg Pro Lys 
85 90 95 

Asn Ala Ala val Met Leu Trp He Phe Gly Gly Gly Phe Tyr Ser Gly 
100 105 110 

Thr Ala Thr Leu Asp val Tyr Asp His Arg Thr Leu Ala ser Glu Glu 
115 120 12 5 
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Asn val lie val val Ser Leu Gin Tyr Arg val Ala Ser Leu Gly Phe 
130 135 140 

<210> 114 
<211> 138 

<212> PRT . , , _ , 

<213> Culex pipiens qui nquef asciatus strain Thai iSj 

<400> 114 

Thr Leu Glu Ala Pro ser Gly Lys Lys val Asp Ala Trp Met Gly He 
1 5 10 15 

Pro Tvr Ala Gin Pro Pro Leu Gly Pro Leu Arg Phe Arg His Pro Arg 
20 2 5 30 

pro Ala Glu Arq Trp Thr Gly Val Leu Asn Ala Thr Lys Pro Pro Asn 
35 40 45 

ser cys val Gin lie val Asp Thr val Phe Gly Asp Phe Pro Gly Ala 
50 5 5 60 

Thr Met Trp Asn Pro Asn Thr Pro Leu ser Glu Asp Cys Leu Tyr lie 
65 70 75 80 

Asn val Val Val Pro Arq pro Arg Pro Lys Asn Ala Ala Val Met Leu 
85 90 95 

Tro lie Phe Gly Glv Gly Phe Tyr Ser Gly Thr Ala Thr Leu Asp val 
100 ' 105 110 

Tyr Asp His Ara Thr Leu Ala Ser Glu Glu Asn Val lie Val val Ser 
115 120 125 

Leu Gin Tvr Arg val Ala Ser Leu Gly Phe 
130 * 135 

<210> 115 
<211> 141 
<2I2> PRT 

<213> culex pipiens qui nquefasci atus strain Maciurai (S) 
<400> 115 

Leu Glu Ala pro ser Gly Lys Lys val Asp Ala Trp Met Gly lie Pro 
I 5 10 15 

Tvr Ala Gin Pro Pro Leu Gly Pro Leu Arg Phe Arg His Pro Arg Pro 
20 2 5 30 

Ala Glu Arq Trp Thr Gly val Leu Asn Ala Thr Lys Pro Pro Asn Ser 
35 40 45 

cys val Gin lie val Asp Thr val Phe Gly Asp Phe Pro Gly Ala Thr 
50 5 5 60 

Met Trp Asn Pro Asn Thr Pro Leu Ser Glu Asp cys Leu Tyr lie Asn 
65 ' 70 75 80 

val val val Pro Arg Pro Arg Pro Lys Asn Ala Ala val Met Leu Trp 
85 ^ 90 95 

He phe Gly Gly Gly Phe Tyr Ser Gly Thr Ala Thr Leu Asp val Tyr 
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100 105 110 

Asn His Arg Thr Leu Ala Ser Glu Glu Asn val lie Val val ser Leu 
115 120 125 

Gin Tyr Ara val Ala ser Leu Gly Phe 
130 135 

<210> 116 
<211> 141 
<212> PRT 

<213> Culex pi pi ens qui nquef asci atus 
<400> 116 

Leu Glu Ala Pro ser Gly Lys Lys val 
1 5 

Tyr Ala Gin Pro Pro Leu Gly Pro Leu 
20 25 

Ala Glu Arg xrp Thr Gly val Leu Asn 
35 40 

Cys Val Gin lie val Asp Thr val Phe 
50 55 

Met Trp Asn Pro Asn Thr Pro Leu Ser 
65 70 

val val val Pro Arg Pro Arg Pro Lys 
85 

lie Phe Gly Gly Ser Phe Tyr Ser Gly 
100 105 

Asp His Arg Thr Leu Ala ser Glu Glu 
115 120 

Gin Tyr Arg val Ala Ser Leu Gly Phe 
130 135 

<21Q> 117 
<211> 137 
<212> PRT 

<213> Culex pi pi ens qui nquefasci atu 
<400> 117 

Leu Glu Ala Pro Ser Gly Lys Lys Val 
1 5 

Tyr Ala Gin Pro Pro Leu Gly Pro Leu 
20 2 5 

Ala Glu Ara Trp Thr Gly val Leu Asn 
3 5 40 

Cys Val Gin lie val Asp Thr Val Phe 
50 5 5 

Met Trp Asn Pro Asn Thr Pro Leu Ser 
65 70 
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val val val Pro Arg Pro Arg Pro Lys Asn Ala Ala val Met Leu Trp 
85 90 95 

lie Phe Gly Gly Gly Phe Tyr ser Gly Thr Ala Thr Leu Asp val Tyr 
100 105 110 

Asp His Arg Thr Leu Ala Ser Glu Glu Asn val He Val Val ser Leu 
1X5 120 125 

Gin Tyr Arg val Ala Ser Leu Gly Phe 
130 135 

<210> 118 

<211> 139 

< 2 1 ^ > P RT 

<213> Culex pi pi ens qui nquef asci atus strain Moorea (S) 

Th^Leu^ilu Ala Pro ser Gly Lys Lys val Asp Ala Trp Met Gly lie 
I 5 10 15 

pro rvr Ala Gin Pro Pro Leu Gly Pro Leu Arg Phe Arg His Pro Arg 
20 25 30 

pro Ala Glu Arq Trp Thr Glv val Leu Asn Ala Thr Lys Pro Pro Asn 
3 5 " 40 45 

Ser Cvs val Gin lie val Asp Thr val Phe Gly Asp Phe Pro Gly Ala 
50 5 5 60 

Thr Met Trp Asn Pro Asn Thr Pro Leu Ser Glu Asp Cys Leu Tyr lie 
65 70 75 B0 

Asn val val Val Pro Arg Pro Arq Pro Lys Asn Ala Ala val Met Leu 
85 90 95 

Tro Tie Phe Gly Gly Gly Phe Tyr Ser Gly Thr Ala Thr Leu Asp val 
100 105 110 

Tyr Asp His Arg Thr Leu Ala ser Glu Glu Asn val He Val val ser 
y 115 120 12 5 

Leu Gin Tyr Arg Val Ala ser Leu Gly Phe Leu 
130 135 

<210> 119 
<211> 134 
<212> PRT 

<213> cul ex pi pi ens pi pi ens strain Ki l l care (s) 

<400> 119 - -j 

ser Gly Lys Lys val Asp Ala Trp Met Gly He Pro Tyr Ala Gin Pro 
2 5 10 l J 

pro Leu Glv Pro Leu Arg Phe Arg His Pro Arg Pro Ala Glu Arg Trp 
J 20 '25 30 

Thr Glv val leu Asn Ala Thr Lys Pro Pro Asn ser Cys val Gin lie 
35 40 45 

Val Asp Thr val Phe Gly Asp Phe Pro Gly Ala Thr Met Trp Asn Pro 
50 5 5 &0 
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Asn Thr Pro leu ser Glu Asp cys Leu Tyr lie Asn val val val Pro 
65 70 75 80 

Arq Pro Arg Pro Lys Asn Ala Ala Val Met Leu Trp lie Phe Gly Gly 
85 90 95 

Glv Phe Tvr ser Gly Thr Ala Thr Leu Asp val Tyr Asp His Arg Thr 
* 100 105 110 

Leu Ala Ser Glu Glu Asn val lie val val Ser Leu Gin Tyr Arg val 
115 120 12 5 

Ala Ser Leu Gly Phe Leu 
130 

<210> 120 
<211> 2 527 
<212> DMA 

<213> Anopheles gambiae strain YAO 
<400> 120 

qaatgcgcat tgttgcqata gattgaattt ccttggttgt tgttgttgtt ggttttcttt 60 
tgacatgttt gtgtgttgtt ttttctttqt ctctctctct ctttctgtgg ttccaacatt 120 
tcagacgcat tttttacacc atatataqqt cacggtgagt ccgcacgaat tatagatgcc 180 
gaqttaggca cdctcgagca tgtacacagt ggaqeaaegc cgcggcgacg cggtctgacg 240 
aggcgcgagt caaactcggg taagtacgcg attggaagtg gggggacgtt taccctaccg 300 
tatactacaa cgcacttta'c ccccacgcac acgcaccggc agacgegaac gacaacgatc 360 
cgctgqtggt caacacggat aaggggcgca tccgcggcat tacggtcgat gcccccagcg 420 
gcaaoaaggt gqacgtgtgq ctcggcat'te cctacgccca gcegccggtc gggccgctac 480 
ggttccgtca tccgcggccg gccgaaaagt ggaccqgcgt gctgaacacg accacaccgc 540 
ccaacagctq cgtgcaqatc gtggaca.ccg tgttcggcga cttcccgggc gcgaccatgt 600 
agaacccgaa cacgcccctg tccgaggact gtctgtaeat taacgtggtg gcaccgcggc 660 
cccggcccaa gaatgcggcc qtcatgctqt ggatcttcgg cggcagcttx tactccggca / 20 
ccgccaccct gqacgtgtac gaccaccggg cgcttgcgtc ggaggagaac gtgatcgtgg 780 
tgtcgctgca gtaccgcqtg gccaqtctgg gcttcctgtt tctcggcacc ccggaagcgc 840 
cgggcaatqc gggactgttc gatcagaacc ttgcgctacg gtaggtgtct ttgcgtgtgt 900 
gtctgtagit atagtat'tct aacgaggtgc tcttcttccc ateacttctt gggagtcagc 960 
tgggtgcggg acaacattca ccggttcggt ggtga'tccgt cgcgcgtgac. actgttcggc 1020 
gagagtgccg gtgccgtctc ggt.gtcgctg catctgctgt ccgccctttc ccgcgatctg 1080 
ttccagcggg ccatcctgca gagcggetcg ccgacggcac cgtgggcatt ggtatcgcgc 1140 
gaggaagcca cgctaaggta cgtgccagct gctgctttcc ccaaaccacc aacccgcaac 1200 
agctcacaca accctctttt ccgtcgttet tttctcgctc cagagcactg cggttggccg 1260 
aggcgatcgg ctqcccgcac gaaccgagca agctgagcga tgcggtcgag tgtctgcgcg 1320 
gcaaggatcc gcacgtgctg gtcaacaacg agtggggcac gctcggcatt tgcgagttcc 1380 

cgttcgtgcc ggtggtcgac gqtgcgttcc tggacgagac gcegcagcgt tcgctcgcca 1440 
gcgggcgctt caagaagacg gagatcctca ccggcagcaa cacggaggag ggctactacr. 1500 
teateatcta ctacctgacc gagctqctgc gcaaggagga gggegtgacc gtgacgcgcg 1560 
aggagtteet gcaggcgatg cgcgagctca acccgtacgt gaacggggcg gcccggeagg 16^0 
cgatcgtgtt cgagtacacc gactggaccg agccggacaa cccgaacagc aacegggacg 1680 
cgctqgacaa gatggtgggc gactatcact tcacctgcaa cgtgaacgag ttcgcgcagc 1740 
ggtaegccga qgagggcaac aacgtctaca tgtatctgta cacgcaccgc agcaaaggca 1800 
acccgtggcc qcgctggacg ggcgtgatgc acggcgacga gatcaa'ctac gtgttcggcg 1860 
aaccgcteaa ccceaccctc ggctacaccg aggacgagaa agactttagc cggaagatca 19^0 
tgcgatactg gtctaac'ttt gccaaaaccg qqtaagtgtg tgtgtcaaac agcaaagtgc 1980 
caatagctct aaeaccagcg tcttctctct tctacagcaa tccaaatccc aacacagcca 2040 
geagcgaatt ccccgagtgg ecGaageaca ccgcccacgg acggcactat ctggagctgg 2100 




tctcgcgtcc ccatcagggt ceagat, „ „ 

tttccccaaa aeagcgaacc taccagggcc aqcaccgccc agtgaaccgt gcgaaagcag ^4u 
cgcatttttt tacegacctg atctgatcgt gctgctggtg tcgctgctta cggcgaccgt 2400 
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caqattcata caataattac taccccatcc atggcctagt tcgtttaagc tttaagatag 2460 
tgaggaacaa atttttccta accaatttcc ccccccttta gagcagaacc gagggagaga 2520 
taggact 2527 



<210> 121 
<211> 2214 
<212> DNA 

<213> Anopheles gambiae strain YAO 

<220> 

<221> CDS 

<222> CD . . (2214) 



<400> 121 

atg gag ate cga ggg ctg ctg atg ggt aga ctg egg tta gga egg egg 

Met Glu lie Ara Gly Leu Leu Net Gly Arg Leu Arg Leu Gly Arg Arg 

;[ * 5 10 15 

at a gtt ccg ctg ggt ctg etc ggc gtg acc gcg ctg eta eta ate ctg 

Met val Pro Leu G«y Leu Leu Gly Val Thr Ala Leu teu Leu Xse Leu 

20 25 30 

acg ctg gtg cag ggc egg cac cac gag cte aac aat ggt 

Ala Leu vat Gin Gly Arq His His Glu Leu Asn Asn Gly 

40 45 



cea ccc tec g 
pro Pro Ser A 
35 



gec gec ate qga teg cat cag ctg teg get gec gec ggt gtt ggc ctt 
Ala Ala lie Gly Ser His Gin Leu ser Ala Ala Ala Gly val Gly Leu 



50 



55 



60 



tec tec cag tec gec cag tec gga teg etc gca tec ggt gtg atg tea 
Ser se-' Gin Ser Ala Gin ser Gly Ser Leu Ala Ser Gly val Met Ser 

65 70 75 



80 



tec gtt ect get acc qqa geg tea tec tec tee teg teg teg ctg ctg 
Ser val Pro Ala Ala Glv Ala Ser Ser Ser ser ser Ser Ser Leu Leu 
85 90 95 



tea teg tea gec gag gac gac gtc 
ser ser Ser Ala Glu Asp Asp Va i 
100 



gcg cgc att act etc age aag gac 
Ala Arq lie Thr Leu Ser Lys Asp 
105 ~ 110 



gca gac gca ttt ttt aea cea tat ata ggt cac ggt gag tec gca cga 

Ala Asp Ala Phe Phe Thr Pro Tyr lie Gly His Gly Glu Ser Ala Arg 
115 120 12 5 

att ata gat gec gag ttg ggc aeg etc gag cat gta cac agt gga gca 

lie lie Asp Ala Glu Leu Gly Thr Leu Glu His va) His ser Gly Ala 



130 



13d 



140 



acg ccg egg cga cgc ggt ctg acg agg cgc gag tea aae teg gac gcg 
Thr Pro Arq Arg Arg Gly Leu Thr Arq Arg Glu Ser Asn Ser Asp Ala 
145 150 155 160 

aac gac aac gat ccg ctg gtg gtc aac acg gat aag ggg cgc ate cgc 
Asn Asp Asn Asp Pro Leu val Val Asn Thr Asp Lys Gly Arg lie Arg 
165 170 175 

ggc att acg gtc gat gec ccc age ggc aag aag gtg gac gtg tgg etc 
Gly lie Thr val Asp Ala Pro Ser Gly Lys Lys Val Asp Va « Trp Leu 
180 185 190 
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96 



144 



192 



240 



288 



336 



384 



432 



480 



576 
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ggc att ccc tac gcc cag ccg ccg gtc ggg ccg eta egg ttc cgt cat 624 
Gly lie Pro Tyr Ala Gin Pro Pro Val Gly Pro Leu Arg Phe Arg His 
195 200 205 

ccg cgq ccg gcc gaa aag tgg acc ggc gtq ctg aac acg acc aca ccg 672 
Pro Arg Pro Ala Glu Lys Trp Thr Gly Val Leu Asn Thr Thr Thr Pro 
210 215 220 

ccc aac age tgc gtg caq ate gtq gac acc gta ttc ggc gac ttc ccg 720 
Pro Asn Ser Cys vat Gin lie val Asp Thr val Phe Gly Asp Phe Pro 
225 230 235 240 

gac gcg acc atg tag aac ccg aac acg ccc ctg tec gag gac tgt ctg 
Gly Ala Thr Met Trp Asn Pro Asn Thr Pro Leu Ser Giu Asp Cys Leu 
245 250 255 

tac att aac gtq gtq gca ccg egg ccc egg ccc aag aat gcg gcc gtc 
Tyr Tie Asn val val Ala Pro Arq pro Arg Pro lys Asn Ala Ala val 
260 ~ 265 270 



gac gtq tac qac cac ego gcg ctt gcg teg gag gag aac gtq ate gtg 
Asp val Tyr Asp His Arg Ala Leu Ala Ser Glu Glu Asn Val lie Val 
290 295 300 



r 68 



816 



atg ctg tgg ate ttc qgc ggc age ttc tac tec ggc acc gcc acc ctg 864 
Met Leu Trp lie Phe Gly Gly Ser Phe Tyr Ser Gly Thr Ala Thr Leu 
275 280 285 



912 



gtg tcq ctg cag tac cgc gtq gcc agt ctg ggc ttc ctg ttt etc ggc 960 
val Ser Leu Gin Tyr Arg vat Ala Ser Leu Gly Phe Leu Phe Leu Gly 
305 ' 310 315 320 

acc ccg qaa gcg ccg ggc aat gcg gqa ctg ttc gat cag aac ctt gcg 
Thr Pro Glu Ala Pro Gly Asn Ala Gly Leu Phe Asp Gin Asn Leu Ala 
325 ~ 330 335 

eta cgc tgg gtq cqg gac aac att cac egg ttc ggt ggt gat ccg teg 
Leu Arq Trp val Arg Asp Asn lie His Arg Phe Gly Gly Asp Pro ser 
340 345 350 



1008 



1056 



cac atg aca ctg ttc ggc qag agt. gcc ggt gcc gtc teg gtq teg ctg 1104 
Arq vat Thr Leu Phe Gly Glu Ser Ala Gly Ala val Ser Val Ser Leu 
355 360 365 

cat ctg ctg tec gcc ctt tec cgc gat ctg ttc cag egg gcc ate ctg 1152 
His Leu Leu Ser Ala Leu Ser Arg Asp Leu Phe Gin Arg Ala lie Leu 
370 375 380 

caq age ggc teg ecg acg gca ccg tgg gca ttg gta teg cgc gag gaa 1200 
Glh ser Glv ser Pro Thr Ala Pro Trp Ala Leu val ser Arg Glu Glu 
385 * 390 395 400 

gcc aca eta aqa gca ctg egg ttg gee gag geg gtc ggc tgc ccg cac 1248 
Ala Thr Leu Arq Ala Leu Arg Leu Ala Glu Ala val Gly Cys Pro His 
405 410 415 

gaa ccg aac aag ctg age qat gcg qtc gag tgt ctg cgc ggc aag gat 1296 
Glu Pro ser Lys Leu Ser Asp Ala val Glu Cys leu Arg Gly Lys Asp 
420 425 430 

ccg cac gtq ctg gtc aac aac gag tgg qgc acg etc ggc att tgc gag 1344 
pro His val Leu val Asn Asn Glu Trp Gly Thr Leu Gly lie cys Giu 
435 440 445 

Paqe 83 
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ttc ccg 
phe Pro 
450 

cag cgt 
Gin Arg 
465 

ggc age 
Gly Ser 



gag ctg 
Glu Leu 



ctg cag 
Leu Gin 



cag gcg 
Glh Ala 
530 

aac age 
Asn Ser 
545 

acc tgc 
Thr cys 



aac gtc 
Asn val 



ccg cgc 
pro Arg 



ttc gtg ccg gtg 
Phe Vat Pro val 



tcq etc. gee age 
ser Leu Ala Ser 
470 



aac 
Asn 



ctg 
Leu 



gcg 

A]a 
515 

ate 
lie 



acg gag gag 
Thr Glu Glu 
485 

cgc aag gag 
Arg Lys Glu 
500 

gtg cgc gag 
val Arg Glu 



gtg ttc gag 
vat Phe Glu 



ggc gaa 
Gly Glu 
610 

ttt age 
Phe Ser 
62 5 

a a t cca 
Asn Pro 



cae acc 
His Thr 



ttc gtc 
Phe val 



tac ctt 
Tyr Leu 



aac egg gac gcg 
Asn Arg Asp Ala 
5 50 

aac gtg aac gag 
Asn vat Asn Glu 
565 

tac atq tat ctg 
Tyr Met Tyr Leu 
580 

tgg acg ggc gtg 
Trp Thr Gly Val 
595 

ccg etc aac ccc 
Pro Leu Asn Pro 



gtc gae ggt gcg ttc 
val Asp Gty Ala Phe 
455 

ggg cgc ttc aag aag 
Gty Arg Phe Lys Lys 



ggc tac tac ttc ate 
Gty Tvr Tyr Phe lie 
490 

gag ggc qtg acc gtg 
Glu Gly val Thr Val 
505 

etc aac ccg tac gtg 
Leu Asn Pro Tyr val 
520 

tac acc qac tgg acc 
Tyr Thr Asp Trp Thr 
53 5 

eta gac aag atg gtg 
Leu Asp Lvs Met val 
555 

ttc gcg cag egg tac 
Phe Ala Gin Arg Tyr 
570 



egg 
Arg 



aat 
Asn 



gee 
Ala 



aag ate 
Lys lie 



ggt 
Gly 
67*5 



ccc 
Pro 



ccc aac 
Pro Asn 
645 

cac qga 
His Gty 
660 

egg ggc 
Arg Gly 



atq 
Met 
630 

aca 
rh r 



egg 
Arg 



cca 
pro 



cag eta gtt 
Gl ft Leu val 



tac acq cac cgc age 
Tyr Thr His Arq Ser 
585 

atg cac gac gac gag 
^et Hi s Gty Asp Gl u 
600 

acc etc ggc tac acc 
Thr Leu Gly Tyr Thr 
615 

cga tac tgg tct aac 
Arg Tyr Trp Ser Asn 
635 

gec age age gaa ttc 
Ala ser ser Glu Phe 
650 

cac tat ctg gag ctg 
His Tyr Leu Glu Leu 
665 

egg ttg agg cag tgt 
Arg Leu Arg Gin Cys 
680 

gca get acc teg aac 
Ala Ala Thr ser Asn 
Page 



ctg gac gag acg ccg 
leu Asp Glu Thr Pro 
460 

acq gag ate etc acc 
Thr Glu lie Leu Thr 
480 

ate tac tac ctg acc 
lie Tyr Tyr Leu Thr 
495 

acg cgc gag gag ttc 
Thr Ara Glu Glu Phe 
~* 510 

aac ggg gcg gec egg 
Asn giv Ala Ala Arg 
52S 

gag ccg gac aac ccg 
Glu Pro Asp Asn Pro 
540 

qgc gac tat cac ttc 
6ty Asp Tyr His Phe 
560 

gee gag gag gac aac 
Ala Glu Glu Gly Asn 
575 

aaa gqe aac ccg tgg 
Lys Gly Asn Pro Trp 
590 

ate aac tac gtq ttc 
lie Asn Tyr val Phe 
605 

gag gac gag aaa gac 
Glu Asp Glu Lys Asp 
620 



ttt gee aaa acc gg 
Phe Ala Lys Thr Gl 



c 

640 



ccc gag tgg ccc aag 

Pro Glu Trp Pro Lys 

655 

gqc etc aac acg tec 

Gly Leu Asn Thr Ser 
670 

gec ttc tgg aag aag 

Ala Phe Trp Lys Lys 
685 

eta cca ggg cca gca 

Leu Pro Gty Pro Ala 
84 



1392 



1440 



1488 



1536 



1584 



1632 



1680 



1728 



1776 



1824 



1872 



1920 



1968 



2016 



2064 



2112 
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690 695 700 

ccg ccc agt gaa ccg tgc gaa age age gca ttt ttt tat cga cct gat 2160 
Pro Pro ser Glu Pro Cys Glu Ser Ser Ala Phe Phe Tyr Arg Pro Asp 
705 710 715 720 

ctq ate gtq ctg ctg gtg teg ctg ctt acg gcg acc gtc aga ttc ata 2208 
Leu lie val Leu Leu val Ser Leu Leu Thr Ala Thr val Arg Phe lie 
725 730 735 

caa taa 2214 
Gin 

<210> 122 
<211> 737 
<212> PRT 

<213> Anopheles gamhiae strain YAO 
<400> 122 

Met Glu lie Arq Gly Leu Leu Met Gly Arg Leu Arg Leu Gly Arg Arg 
1 5 10 15 

Met val Pro Leu Gly Leu Leu Gly val Thr Ala Leu Leu Leu lie Leu 
20 2 5 30 

Pro Pro ser Ala Leu val Gin Gly Arg His His Glu leu Asn Asn Gly 
35 40 45 

Ala Ala lie Gly Ser His Gin Leu Ser Ala Ala Ala Gly val Gly Leu 
50 5 5 60 

Ser ser Gin Ser Ala Gin Ser Gly ser Leu Ala Ser Gly Val Met Ser 
65 70 75 80 

ser val Pro Ala Ala Gly Ala Ser Ser Ser Ser ser ser Ser Leu Leu 
85 90 95 

Ser Ser Ser Ala Glu Asp Asp val Ala Arg lie Thr Leu ser Lys Asp 
100 105 110 

Ala Asp Ala Phe Phe Thr Pro Tvr lie Gly His Gly Glu Ser Ala Arg 
115 120 125 

lie lie Asp Ala Glu Leu Gly Thr Leu Glu His Val His Ser Gly Ala 
130 135 140 

Thr Pro Arq Arg Arq Gly Leu Thr Arg Arg Glu Ser Asn Ser Asp Ala 
145 ; ~ 150 15 5 160 

Asn Asp Asn Asp Pro Leu val val Asn Thr Asp Lys Gly Arg lie Arg 
165 170 175 

Gly lie Thr val Asp Ala Pro ser Gly Lys Lys val Asp val Trp Leu 
180 185 190 

Gly lie Pro Tvr Ala Gin Pro Pro Val Gly Pro Leu Arg Phe Arg His 
195 " 200 205 

Pro Arcs Pro Ala Glu Lys Trp Thr Gly Val Leu Asn Thr Thr Thr Pro 
210 215 220 

pro Asn Ser Cys val Gin lie val Asp Thr val Phe Gly Asp Phe Pro 
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225 230 235 240 

Gly Ala Thr Met Trp Asn Pro Asn Thr Pro Leu ser Glu Asp Cys Leu 
245 250 255 

Tyr lie Asn Val Val Ala Pro Arg Pro Arg Pro Lys Asn Ala Ala val 
260 265 270 

Her leu Trp lie Phe Gly Gly ser Phe Tyr Ser Gly Thr Ala Thr Leu 
275 280 285 

Asp val Tyr Asp His Arg Ala Leu Ala Ser Glu Glu Asn val lie Val 
290 295 300 

val Ser Leu Gin Tvr Arg val Ala Ser Leu Gly Phe Leu Phe Leu Gly 
305 * 310 315 ^20 

Thr pro Glu Ala Pro Gly Asn Ala Gly Leu Phe Asp Gin Asn Leu Ala 
325 330 335 

leu Arg Trp Val Arg Asp Asn lie His Arg Phe Gly Gly Asp Pro Ser 
340 345 3 50 

Arq val Thr Leu Phe Gly Glu Ser Ala Gly Ala val ser val Ser Leu 

355 360 365 

His leu leu Ser Ala Leu Ser Arg Asp Leu Phe Gin Arg Ala lie Leu 
370 375 380 

Gin ser Gly ser Pro Thr Ala Pro Trp Ala Leu Val Ser Arg Glu Glu 
385 390 395 400 

Ala Thr Leu Arg Ala Leu Arq Leu Ala Glu Ala val Gly Cys Pro His 
405 410 41} 

Glu Pro ser Lys Leu Ser Asp Ala Val Glu cys Leu Arg Gly Lys Asp 
420 425 430 

pro His val Leu val Asn Asn Glu Trp Gly Thr Leu Gly lie Cys Glu 
435 440 445 

Phe P^o Phe val pro val Val Asp Gly Ala Phe Leu Asp Glu Thr Pro 
450 455 460 

Gin Arg Ser Leu Ala Ser Gly Arg Phe Lys Lys Thr Glu lie Leu Thr 
465 470 * 475 480 

Gly Ser Asn Thr Glu Glu Gly Tyr Tyr Phe He He Tyr Tyr Leu Thr 
485 490 495 

Glu Leu leu Arg lvs Glu Glu Gly val Thr val Thr Arg Glu Glu Phe 
500 * 505 510 

Leu Gin Ala val Arg Glu Leu Asn Pro Tyr val Asn Gly Ala Ala Arg 
515 520 525 

Gin Ala lie val Phe Glu Tvr Thr Asp Trp Thr Glu Pro Asp Asn Pro 

530 535 540 

A-n ser Asn Arg Asp Ala Leu Asp lys Met val Gly Asp Tyr His Phe 
54 5 5 50 5 55 5fcQ 

Thr Cvs Asn val Asn Glu Phe Ala Gin Arg Tyr Ala Glu Glu Gly Asn 

Page 86 



263365us-seq~1ist-G8231Q (2) .txt 
565 570 575 

Asn Val Tyr Met Tyr Leu Tyr Thr His Arg ser Lys Gly Asn Pro Trp 
580 58S 590 

Pro Ara Trp Thr Gly val Met His Gly Asp Glu He Asn Tyr val Phe 
"* 595 600 605 

Gly Glu Pro leu Asn pro Thr Leu Gly Tyr Thr Glu Asp Glu Lys Asp 
610 615 620 

Phe Ser Arg Lys lie Met Arq Tyr Trp ser Asn Phe Ala Lys Thr Gly 
625 630 635 640 

Asn Pro Asn pro Asn Thr Ala Ser Ser Glu Phe Pro Glu Trp Pro Lys 
645 650 655 

His Thr Ala His Gly Arg His Tyr Leu Glu Leu Gly Leu Asn Thr ser 
660 665 670 

Phe Val Gly Arg Gly Pro Arg Leu Arq Gin Cys Ala Phe Trp Lys Lys 
675 * 680 685 

Tyr Leu Pro Gin Leu Val Ala Ala Thr Ser Asn Leu Pro Gly Pro Ala 
690 695 700 

Pro Pro Ser Glu Pro Cys Glu Ser Ser Ala Phe Phe Tyr Arg Pro Asp 
705 710 715 720 

i eu lie val Leu Leu val ser Leu Leu Thr Ala Thr val Arg Phe lie 
725 730 735 

Gin 



<210> 123 
<211> 20 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> Synthetic DNA 
<400> 123 

gatcgtggac accgtgttcg ^ u 



<2il> lv 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA 

<400> 124 ft 
aggatggccc gctggaacag ^ u 



<210> 12 5 
<211> 2214 
<212> DNA 
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<213> Anopheles gambiae strain kisumu 

<220> 

<221> CDS 

<222> CI),. (2214) 

<400> 12 5 

atg gag ate cga gag ctg ctg atg gat aga eta egg tta gga egg egg 

Met Glu lie Arg Gly Leu Leu Met Gly Arg Leu Arg Leu Gly Arg A! g 
i5 10 15 

atg gtt cca ctg ggt ctg etc ggc gtg aee gcg ctg eta eta ate ctg 
Met val pr'o Leu Gly Leu Leu Gly vat Thr Ala Leu Leu Leu He Leu 
20 25 30 

cca ccc tec gcg ctg gtg cag ggc egg cac cac gag etc aac aat ggt 
Pro Pro Ser Ala Leu Val Gin Gly Arg His His Glu Leu Asn Asn Gly 
35 40 45 

gec gec ate gga teg cat cag ctg teg get gee gee ggt gtt ggc ctt 
Ala Ala lie Gly Ser His Gin Leu Ser Ala Ala Ala Gly Val Gly Leu 
50 55 60 

tec tec caq tec gee cag tec gga teg etc gca tec ggt gtg atg tea 
Se~ Ser Gin ser Ala Gin Ser Gly Ser Leu Ala Ser Gly val Met set 
65 70 75 80 

tec qtt ctt get gee gqa gcg tea tec tec tec teg teg teg ctg ctg 
ser Val Pro Ala Ala Gly Ala Ser Ser Ser Ser ser Ser Ser Leu Leu 
85 90 9b 

tea teg tea ace gag gac qac gtg gcg cgc att act etc age aag gac 
Ser Ser Ser Ala Glu Asp Asp Val Ala Arg He Thr Leu Ser Lys Asp 
100 105 110 

qca aac gca ttt ttt aca cca tat ata ggt cac ggt gag tec gta cga 
Ala Asp Ala Phe Phe Thr Pro Tyr He Gly His Gly Glu Ser val Arg 
115 120 125 



att ata gat gec gag ttg ggc acq etc gag eat gtc cac. agt gga gc 
lie lie Asp Ala Glu Leu Glv Thr Leu Glu His val His ser Gly Al 
130 " 135 140 

acq ccg egg cga cgc gqt ctg acq aqg cgc gag tec aac teg gac gcg 
Thr Pro Arg Arg Arq Gly Leu Thr Arg Arg Glu Ser Asn ser Asp Aia 
145 " "150 155 160 

aac gac aac. gat ccg ctq gtg gtc aac acg gat aag ggg cgc ate cgc 
a^n Asp Asn Asp Pro Leu val Val Asn Thr Asp Lys Gsy Arg lie Arq 
— - 170 17s 



165 



96 



144 



192 



240 



288 



336 



384 



a 432 
a 



480 



528 



qqc att acq gtc gat gcq ccc age ggc aag aag gtg gac. gtg tgg etc 5/6 
Glv He Thr val Asp Ala Pro ser Gly Lys lys val Asp val Trp Leu 
180 185 190 

gqc att ccc tac gec cag ccg ccg gtc gag ccg t.ta egg ttc cgt cat 624 
Gly lie Pro Tyr Ala Gin Pro Pro val Gly Pro Leu Arg Phe Arg His 

195 200 205 

ccq egg ccg gec qaa aag tgg acc ggc gtg ctg aac acg acc aca ccg 672 
pro Arg Pro Ala Glu Lys Trp Thr Gly val Leu Asn Thr ihr Thr Pro 
210 '215 220 
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ccc aac age tgc gtq cag ate gtq gac acc gtg ttc ggc gac ttc ccg 
Pro Asn Ser Cys Val Gin lie vat Asp Thr vat Phe Gly Asp Fhe Pro 
22S 230 235 240 

qqc acq acc atg tgq aac ccg aac acg ccc ctg tec gag gac tgt ctg 
Gly Ala Thr Met Trp Asn Pro Asn Thr Pro Leu Ser Glu Asp cys Leu 
245 250 25b 

tac att aac gtg gtg gca ccg cga ccc egg ccc aag aat gcg gec gtc 
Tv-' He Asn vat vat Ala Pro Arg Pro Arg Pro Lys Asn A^a Ala val 
260 " 265 270 



720 



768 



818 



acc ctg 864 



atg ctg tgg ate ttc ggc ggc, ggc ttc tac tec ggc acc get 
iwiet Leu Trp lie Phe Gly Gly Gly Phe Tyr ser Gly Thr Ala Thr Leu 
275 280 285 

aac g^g tac qac cac cag cicg ctt gcg teg gag gag aac gtg ate gtg 912 
asd Vat Tyr Asp His Arg Ala Leu Ala Ser Glu Glu Asn Val He val 
' ^ 290 295 300 

qtq teg ctg eaq tac cgc gtq gec agt ctg ggc ttc ctg ttt etc ggc 960 
vaT ser leu Gin Tyr Ara Vat Ala Ser Leu Gly Phe Leu Phe Leu Gly 
305 " 310 315 320 

acc ccg gaa qcg ccg ggc aat gcg gga ctg ttc gat cag aac ctt gcg 1008 
Thr Pro Glu Ala Pro Gly Asn Ala Gly Leu Phe Asp Gin Asn Leu A3a 
325 330 335 

eta cgc tgg gtg egg gac aac att cac egg ttc gat gat gat ccg teg 1056 
Leu Arq Trp val Arg Asp Asn lie His Arg Phe Gly Gly Asp Pro Ser 
340 345 350 

cat utq aca ctg ttc ggc gag agt gec ggt gee gtc teg gtg teg ctg 1104 
Ara val Thr Leu Phe Glv Glu ser Ala Gly Ala val Ser vaf Ser Leu 
355 360 365 

cat ctg ctg tec gec ctq tee cgc gat ctg ttc cag egg gec ate ctg 1152 
His leu Leu Ser Ala Leu Ser Arg Asp Leu Phe Gin Arg Ala He Leu 
370 375 380 



cag aac ggc teg ceq acg gca ccg tgg gca ttg gta teg cge gag gaa 1200 
Gin sir Gly Ser Pro Thr Ala Pro Trp Ala Leu val ser Arg Glu Glu 
38 5 " 390 395 400 

gee acg eta aga gca ctg egg ttg gec gag gcg gtc ggc tgc ccg cac 1248 
l\ a Thr Leu Arg Ala Leu Arg Leu Ala Glu Ala val Gly Cys Pro m s 
405 410 415 

gaa ccg age aaq ctg age gat gcg gtc gag tgt etg cgc ggc aag gat 129(5 
Glu Pro Ser Lys Leu Ser Asp Ala Val Glu Cys Leu Arg Gly Lys Asp 
420 42 5 430 

erg cac gtg ctg gtc aac aac gag tgg ggc acg etc ggc att tgc gag 1344 
Pro His val Leu Val Asn Asn Glu Trp Gly Thr Leu Gly He Cys blu 
43 § 440 44:> 

ttc ccg ttc gtg ccq gtq gtc gac ggt gcg ttc ctg gac gag acg ccg 1392 
Phe p^o Phe val Pro vat val Asp Gty Ala Phe Leu Asp Glu Thr pro 
450 455 460 

cag cgt teg etc gec age gqg cgc ttc aag aag acg gag ate etc acc 1440 
Gin Arq ser Leu Ala Ser Gly- Arg Phe Lys Lys Thr Glu lie Leu Thr 
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465 470 475 480 

ggc aqc aac acq gag gag ggc tac tac ttc ate ate tac tac ctg acc 1488 
Gly Ser Asn Thr Giu Glu Gly Tyr Tyr Phe He He Tyr Tyr Leu Thr 
485 490 49d 

gag ctq ctg cgc aag gag gag ggc gtg acc gtg acg cgc gag gag ttc 1536 
Glu Leu Leu Arg Lys Gl u Glu Gly val Thr val Thr Arg Glu Glu Phe 
500 505 510 

ctq caq acg gtg cgc gag etc aac ccg tac gtg aac ggg geg gee egg 1584 
lei\ Gin Ala val Arg Glu Leu Asn Pro Tyr val Asn Gly Ala Ala Arg 
515 520 52 5 

caq geg ate gtg ttc gag tac acc gac tgg acc gag ccg gac aac ccg 1632 
Gin Ala He Vat Phe Glu Tyr Thr Asp Trp Thr Glu Pro Asp Asn Pro 
530 5*35 540 

aac age aac cag gae geg etg gac aag atg gtg ggc gac tat cac ttc 
Asn Ser Asn Arg Asp Ala Leu Asp Lys Met val G\y Asp Tyr his Phe 
545 5 50 5 55 5b0 

acc tgc aac gtg aac gag ttc geg cag egg tac gee gag gag ggc aac 1728 
Thr cys Asn val Asn Glu Phe Ala Gin Arg Tyr Ala Glu Glu Gly Asn 
565 570 5/5 

aac gtc tac atg tat ctg tac acg cac cgc age aaa ggc aac ccg tgg 1776 
Asn Val Tyr Met Tyr Leu Tyr Thr His Arg Ser Lys Gly Asn Pro Trp 
' 580 585 590 

eeq cgc tgg acq ggc gtg atg cac: gqc gac gag ate aac tac gtg ttc 1824 
Pro Arg Trp Thr Gly vat Met His Gly Asp Glu He Asn Tyr val Phe 
595 600 605 

1872 



1680 



2016 



aac aaa ccq etc aac ccc acc etc ggc tac acc gag gac gag aaa gac 
Gly Glu Pr5 Leu Asn Pro Thr Leu Gly Tyr Thr G us Asp Gsu Lys Asp 
' 610 615 620 

ttt aac egg aaq ate atg cga tac tgg txt aac ttt gec aaa acc gqc 1920 
Phe Ser Ara lys He Met Arg Tyr Trp Ser Asn Phe Ala Lys ihr Gly 
625 " " 630 635 640 

aat eca aat ccc aac acg gee age age gaa ttc ccc gag tgg ccc aag 
Asn Pro Asn Pro Asn Thr Ala ser ser Glu Phe Pro Glu Trp Pro Lys 
645 650 655 

cac acc gec cac gga egg cac tat ctg gag ctg ggc etc aac acg tec 
His Thr Ala His Gly Arg His Tyr Leu Glu Leu Gly Leu Asn Thr Ser 
660 665 670 

ttc gtc agt eqq age cca egg ttg agg cag tgt gee ttc tgg aag aag 2064 
Phe val Gly Arg Gly Pro Arg Leu Arg Gin Cys Ala Phe Trp Lys Lys 
675 680 685 

tac ctt ccc cag eta gtt gca get acc teg aac eta cca ggg cca gca 2112 
Tyr Leu Pro Gin Leu Val Ala Ala Thr Ser Asn Leu Pro Gly Pro Ala 
690 695 700 

ccg ccc agt qaa ccg tgc gaa age age gca ttt ttt tac cga cct gat 
pro Pro Ser Glu Pro Cys Glu Ser Ser Ala Phe Phe Tyr Arg Pro Asp 
7Q5 710 715 720 

ctq ate gtg etg ctg qta teg ctg ctt acg geg acc gtc aga ttc ata 
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2208 



263365us-seq-1ist-082310 (2) .txt 
Leu He val Leu Leu val Ser Leu Leu Tbr Ala Thr val Arg Phe lie 
725 730 735 

caa taa 
Gin 

<210> 126 
<211> 737 
<212> PRT 

<213> Anopheles gambiae 

<400> 126 _ . A 

Met Glu lie Arg Gly Leu Leu Met Gly Arg Leu Arg Leu Gly Arg Arg 
1 * 5 10 15 

Met val Pro Leu Gly Leu Leu Gly val Thr Ala Leu Leu Leu lie Leu 
20 2 5 30 

Pro Pro Ser Ala leu val Gin Gly Arg His His Glu Leu Asn Asn Gly 
35 40 4^> 

Ala Ala lie Gly Ser His Gin Leu Ser Ala Ala Ala Gly Val Gly Leu 
50 3 5 60 

Ser ser Gin Ser Ala Gin ser Gly Ser Leu Ala Ser Gly Val Met Ser 
65 70 75 80 

Ser val Pro Ala Ala Gly Ala ser Ser ser ser Ser Ser Ser Leu Leu 
85 90 95 

ser ser ^er Ala Glu Asp Asp val Ala Arg lie Thr Leu ser Lys Asp 
100 105 110 

Ala Asp Ala Phe Phe Thr Pro Tyr lie Gly His Gly Glu ser Val Arg 
115 120 12 5 

lie Tie Asp Ala Glu Leu Gly Thr Leu Glu His val His Ser Gly Ala 
130 135 140 

rhr Pro Arg Arg Arg Gly Leu Thr Arg Arg Glu Ser Asn Ser Asp Ala 
145 150 155 160 

Asn Asp Asn Asp Pro Leu val val Asn Thr Asp Lys Gly Arg lie Arg 
165 170 1/5 

Gly lie Thr Val Asp Ala Pro Ser Gly Lys Lys Val Asp val Trp Leu 
180 185 190 

Gly lie pro Tyr Ala Gin Pro Pro val Gly Pro Leu Arg Phe Arg His 
195 200 205 

Pro Arg Pro Ala Glu Lys Trp Thr Gly val Leu Asn Thr Thr Thr Pro 
210 215 220 

pro Asn ser cys val Gin lie val Asp Thr val Phe Gly Asp Phe Pro 
225 ' 230 235 240 

Gly Ala Thr Met Trp Asn Pro Asn Thr Pro Leu ser Glu Asp Cys Leu 
245 250 255 

Tyr lie Asn val val Ala Pro Arq Pro Arg Pro Lys Asn Ala Ala val 
260 265 270 
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2214 



Met. Leu Trp 
275 

Asp val Tyr 
290 

Val Ser Leu 
305 

Thr Pro Glu 

Leu Arg Trp 

Arq val Thr 
355 

His Leu Leu 
370 

Gin ser Gly 
385 

Ala Thr Leu 

Glu Pro ser 

Pro His val 
435 

Phe Pro Phe 
450 

Gin Arg Ser 
465 

Gly Ser Asn 

Glu Leu Leu 

Leu Gin Ala 
515 

Gin Ala lie 
530 

Asn Ser Asn 
545 

Thr Cys Asn 

Asn val Tyr 



pro Arg Trp 
595 



283365us-seq-list>G8231G (2) .txt 

lie Phe Gly Gly Gly Phe Tyr Ser Gly Thr Ala Thr Leu 
280 285 

Asp His Arq Ala Leu Ala Ser Glu Glu Asn val lie val 
295 300 

Gin Tyr Arq val Ala Ser Leu Gly Phe Leu Phe Leu Gly 
310 315 320 

Ala Pro Gly Asn Ala Gly Leu Phe Asp Gin Asn Leu Ala 
325 - 330 335 

val Arq Asp Asn lie His Arg Phe Gly Gly Asp Pro Ser 
340 345 350 

Leu Phe Glv Glu Ser Ala Gly Ala Val Ser Val Ser Leu 
360 365 

Ser Ala Leu ser Arg Asp Leu Phe Gin Arg Ala lie Leu 
375 380 

Ser Pro Thr Ala Pro Trp Ala Leu val ser Arg Glu Glu 
390 395 400 

Arg Ala Leu Arg Leu Ala Glu Ala Val Gly cys Pro His 
405 410 415 

tys Leu ser Asp Ala val Glu Cys Leu Arg Gly Lys Asp 
420 425 430 

Leu val Asn Asn Glu Trp Gly Thr Leu Gly lie Cys Glu 
440 445 

val Pro val val Asp Gly Ala Phe Leu Asp Glu Thr Pro 
455 * 460 

leu Ala Ser Gly Arg Phe Lys Lys Thr Glu lie Leu Thr 
470 475 480 

Thr Glu Glu Gly Tyr Tyr Phe lie lie Tyr Tyr Leu Thr 
485 490 495 

Arq Lys Glu Glu Gly val Thr val Thr Arg Glu Glu Phe 
500 " 505 510 

val Arq Glu Leu Asn Pro Tyr val Asn Gly Ala Ala Arg 
520 525 

val Phe Glu Tyr Thr Asp Trp Thr Glu Pro Asp Asn Pro 
535 ' 540 

Arq Asp Ala Leu Asp Lys Met val Gly Asp Tyr His Phe 
5 50 55 5 560 

val Asn Glu Phe Ala Gin Arg Tyr Ala Glu Glu Gly Asn 
565 570 575 

Met Tyr Leu Tyr Thr His Arq Ser Lys Gly Asn Pro Trp 
580 585 590 

Thr Gly val Met His Gly Asp Glu lie Asn Tyr val Phe 
600 605 
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263365us-seq-l i st-082310 (2) , txt 



Gly Glu 
610 


Pro 


Leu 


Asn 


pro 


Thr 
615 


Leu 


Gly 


yy r 


Thr 


Glu 
620 


Asp 


Glu 


Lys 


ASP 


Phe 
62 5 


ser 


Arg 


Lys 


lie 


Met 
630 


Arg 


Tyr 


Trp 


Ser 


Asn 
635 


phe Ala Lys Thr Gly 
640 


ash 


Pro 


Asn 


Pro 


Asn 
645 


Thr 


Ala 


ser 


Ser 


Glu 
650 


Phe 


Pro 


Glu 


Trp 


Pro 
655 


Lys 


Hi s 


Thr 


Ala 


Hi s 
660 


Gly 


Arg 


Hi s 


Tyr 


Leu 
665 


Glu 


Leu 


Gly 


Leu 


Asn 
670 


Thr 


Ser 


Phe 


val 


Gly Arg Gly 
675 


Pro 


Arg 


Leu 
680 


Arg 


Gin 


Cys 


Ala 


Phe 
685 


Trp 


Lys 


Lys 


Tyr 


Leu 
690 


Pro 


Gin 


Leu 


val 


Ala 
695 


Ala 


Thr 


ser 


Asn 


Leu 
700 


pro 


Gly 


Fro 


Ala 


Pro 
705 


Pro 


Ser 


Glu 


Pro 


cys 
710 


Glu 


ser 


Ser 


Al a 


Phe 
715 


Phe 


Tyr 


Arg 


Pro 


Asp 
720 


Leu 


lie 


val 


Leu 


Leu 
725 


val 


Ser 


Leu 


Leu 


Thr 
730 


Ala 


Thr 


val 


Arg 


Phe 
735 


lie 



Gin 



<210> 127 



<212> DNA 

<2 13> Anophel es gambi ae 
<400> 127 



cagtgttaaa cgctttccaa ccgcaacatc aatattggcc taaagacggg cccgacagct 60 
acattggatg atgccagttc tgaaacgggg gaaaaagtaa aacgaacgtt gcccttcaca xzu 
ttgacgatgt gtgcgagcag cggcggcaaa tacacggagg gcacataaat iagccaeatc ±»u 
aaccgatatc cgcttagcga attaagtcgt tcgccgagct teaaatgtgt gcagtgtgtt 240 
qccagctttq ctqgccgeqg ctgaataegc ggctggcaaa tgtttgeaaa tccLtagcaa suu 
Jtiattaaat gtaaatcaaa tgagcaaaat cttgtgtttc Ogcttgaaa tgtggtgtgc 360 
taattggcag ccgatcttat gegagcgaga tagagagtgc atatatgctg tagacttcal 4.0 
tagtaaaagc agctttgctt tctttacgca tgatacttat cgcttatcgc tctcacaaat 4&0 
aaataaaata ctcaagacag tgaatgttga tattcaagag atatttacag caaaaagtgg 
taataatgtt caatacgtgg atgattgtga tacaagcact agaatgttgt tcacaattat oOO 
tccqqqaatc aacattaaac gttcagtatc atgtgacaac cttecaagga cgcttccaat bou 
atcacaatcg atggatggat gaacctgcat cgagacctgg gcaaaaaaat Qccacccaaa ^20 
caqctgtatt ■■ acctgcacga cacattacta agtaaaeact agcegctgt... ggcctcccac /au 
agcacccttc ctcacacttc ttecttcatc caGtgtttgg ggtagcgtcg aaatatgtcc 840 
taagccctcc aggctattat tggatcatta . .ccgggctcga ceatgaaccg agttggcagg 900 
aagtgtgtcg qqqtgagtcg gtggggegge tgatgctctt cettaegtcc actcccagtc »u 
ccaacgaceg agcccaccac tctcecccct ecctgcagca ctaatcgggc "ccatcatt 1020 
atgcattaat aaataactgc ccactttggt ggaataatct ccgttagggy cgcttcgtta 1080 
aactaattaa atggeatttg agtggcagcg gcagtgatcg gtttgatcgt gcctc^caca 114U 
accqaacctg qagggggggt etggaaatcg gcaggatact gctgcagcag ccgcycgtgt 1200 
acGaecgttx ggcattgtgt gcagcatcat yttcaatggg ctttctctcc gcagccattg 1260 
tacgtccaqt qtcgtgteqa tataatcgga ttctaccgat aggctc.gt.ta tcttgttacg li^u 
cggtgttgtg eggcgtacgt gtgattgaaa gcgatcgagc ggctgtgcgg ^tagtttgt 1380 
tacqaattcg ctgtaaacat gcttatgcaa tggtgagtgc tacttttttc gtagcccaaa ; .44u 
tttaagacaa tccaaagctc acttcagtcg agagggaaca aacacgcccc agcgggaaga lbuv 
aataaatatt aqcqtaagtq tttacttatt gatta.ttatt aaaccataga tyaagaaatg ibbu 
latatccaat ttatataqcc tttcttccag ccaccttttt tctaatcttt ttgccatttt 1620 
tqcatttttt tataatcgga ttagatgaac. taaacccgaa attaataaga attccgcttc ibbO 
csqaagatatt acggcagcca tcattaggag ggagagaaaa cagtaaaaca atttcccgcg ±, *u 
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gtcaatgagt 
caaatctacg 
aaaggaagaa 
aaagqttgca 
tgggaatgcr 
ttctcccggc 
cgtccacaca 
ttatcagttc 
agcgcgaaag 
cctcacacgt 
ggaaacattt 
gaagtgtgta 
gagtccctgc 
tcaattagga 
gtgtgtgtgt 
acaaacgctt 
aaggattcat 
gtgaaataag 
tgcttcaacg 
attgcatact 
at'taaccctc 
tatcccactt 
gcaccttata 
aaccaccata 
catcataaaa 
tttcatcttc 
gcaagagggc 
ccgcgggccc 
cagagcggat 
caaaacaagt 
tctcttccac 
tgccagcgag 
ccgggcacac 
ggggggaaac 
ttcaactcgc 
ccgttccgat 
ttccg'gcatg 
cttgctcctt 
ggcacgaagc 
ttaattcaaa 
tttacattgt 
ggttttgggt 
cataotatgt 
aaataggcat 
ctctaaagta 
taaqtcggca 
atccacactn 
aggcattgaa 
aagctgtttt 
cctgccaggc 
gcttttcaag 
gaaattccgt 
gg.cctgaaca 
tacctcggac 
cgccggaacg 
aaaaagcciaa 
ttggttegtg 
cttaaatttt 
agtctgagct 
ccacaacttc 
tctccgcccg 
cggatggttc 
gcgctggtgc 



acttcagata 
acgactatga 
atgactcaag 
cacacataca 
atttttatct 
cccggcattg 
acggcttttt 
ttataattga 
acgggaacga 
tggttggccc 
tgacqtcaca 
tgtggatggc 
ccacactcat 
ccgtgacatt 
agtgcttttt 
cagatgatcg 
agcaatccga 
tttaaggata 
caagaaaaag 
ttgaggcgta 
atattatcca 
cacggaggta 
cttagggcga 
aacccgtcgc 
tatgaatgaa 
gtttcttgcc 
aaggcatatt 
gacatcggcc 
tcgattttcc 
ccoagctett 
ctcaagaatc 
aqtaaacagg 
agtgegcaga 
ttctrgcacgc 
cataaacgga 
cgtaaagtcg 
gegcatggac 
tttcggtc&c 
ttgggtttcg 
tcactc'gtgc 
aaccaatgtg 
tacttccact 
tttattgatg 
taaaccactg 
cetgtaagtc 
aacagttcca 
tcatcccgga 
acattttega 
gttggagtat 
cacggaagct 
agcacggatt 
gatgctgtgt 
aaatcagcgc 
gattgccaaa 
eacgattgac 
eccteatcgc 
taccggaaga 
atctgjtaagc 
ggcagtacga 
tgatatcttt 
tgccgatgga 
cgctgggtct 
agggccggca 



263 3 65 u 
caceattgaa 
tgataaagct 
agcgttgcga 
cacacgggca 
attagaagca 
ccccgtttgc 
gagggactgc 
gtgtcggtgt 
agtggatccg 
agggaegaea 
cgtctctgtg 
attttccacg 
actattcgcg 
tgtttcgacg 
ggaacaggaa 
gattgtggtt 
gcacaacgcg 
gctgaaataa 
cacatgctaa 
ttacttcgaa 
ctaaattata 
actttattat 
aatcccctaa 
cctcgtgtgc 
attgacgtgc 
gtttcgagcc 
acgcaccatt 
gacaccgtct 
gttaagaaac 
agataagccg 
ggtggccggg 
gaaaacttta 
accagggcac 
ctgtcaagcc 
atgccacggc 
ccggaaggag 
gtgcggagaa 
attteggate 
ttgtgagtgt 
gagcagaaag 
acttttaaac 
gaaaggg.caa 
tttgtgttat 
ttgaaatgta 
ecaaeaatga 
aacattggaa 
gttct'taaaa 
egcccagtgg 
tacgaggaaa 
cccatgegaa 
cggcttgtgc 
qgcgtgcgct 
gttttaatcc 
gcgggcgtgt 
tatgaatatt 
cgcaaaatgg 
agcgcatggg 
tctaacgcct 
gaaaaaacga 
tactcttttc 
gatccgaggg 
gctcggcgtg 
ccacgagctc 



$-seq~1 i st- 
agctgaaagc 
attt'tctgcc. 
caactgtgtg 
aacacactca 
tgaattattg 
agtccggcga 
ggataccagt 
gattccgttc 
tcgaaacttc 
gggaatcgcg 
atatttgccg 
ctactttgca 
tgaaaaacgg 
tttettgtgc 
aggcaaaaac 
tgctggaagg 
cttcacggta 
gattgctgat 
cagacttaaa 
taacgtgcaa 
attataatcg 
tetcttttaa 
tcccgcttca 
tctcgattgg 
cagtgcgaaa 
gttcgagttg 
ttatgtttac 
cgtggcacag 
tcceggagta 
tcgaetcgga 
gtagagcata 
ataaggaatt 
gattatccca 
tgaagagcca 
acgggtctgg 
aattatggcc 
ggcgaaggga 
ggtcgaaacc 
tqaqcgcttG 
ttaatgctga 
cggataaaca 
ggatcacgat 
taagacacat 
gtecaagtat 
ctcatcgcat 
tgtttcgaga 
agacgtacga 
tagattagca 
gaaagctccg 
caccgagaac 
ctcatttgaa 
ctaatcctgc 
cgcgctgtaa 
tgtgccgttg 
aaacttcagc 
ccaccgagcc 
aaatttgcgt 
tcttctgccg 
aGcgeatact 
ttcacatttt 
ctgctgatgg 
accgcgctgc 
aacaatggtg 
page 



082310 (2). 
tcatcagcga 
aattct'gcaa 
cgaaagagga 
gtgcacatgg 
atgaaacatg 
gacccgcgcc 
gacagtgtag 
ccaaaaaaaa 
cgtcgaaaca 
gtcaccgaac 
tagctgccgg 
tcggacgagc 
tagagcgaat 
gctcgtgtgt 
catgatgcga 
attatcttgc 
ttatggccag 
cca'gctatac 
aggacaacac 
atatattatt 
ctttctcaca 
acagctctct 
tagcgaacca 
tttggggaca 
aaggtgttaa 
Gtttgggtta 
accGcattac 
ttggggttga 
cggirtacgga 
acgaatgcag 
caagcagctg 
taattaaaag 
cggcgtggtt 
acaaacatgg 
cagccgaatt 
gataaattag 
gggtccttaa- 
ggtacgaatg 
cgaaaagggc 
tgctgaaaat 
tttcggcaag 
gctcgatgtc 
ttgcagcatt 
aaacattaat 
gaaaaaacct 
tgtatttata 
tecaaacaag 
tttctgcaca 
ttccgatgcc 
tgccaaataa 
aagaatctgg 
ccgagagggt 
ttactatxat 
tgccgagcca 
cgtcgaaaag 
ccgtttgccc 
cggatttagc 
tcctgggtag 
aaaccaaacc 
tecgg'ttctt 
gtagactacg 
tactaatcct 
ccgccatcgg 
94 



txt 

gaacggggct 
ctttcgcaaa 
tgatttcgga 
tggacgtaaa 
ctgataatct 
atctgccatc 
catgaaatat 
aaaacggtga 
ccacacctca 
Gagcatcgcg 
ttggtttatc 
gcaacctgac 
ccttccgttt 
gtgtgtgtgt 
cgtcgttttg 
aaagcggttg 
cgtgggataa 
agccgctaga 
tgcaaagcgt 
actacttatc 
aacccgatga 
ttcaccaact 
aacgcaacca 
gaaatgaaag 
ttaaataaac 
gcc.tggctta 
accagtcgat 
atgccggtcg 
tattgatccg 
caaagcaagt 
gcaaaagttc 
aaaacaacac 
gggacggtgg 
gccggaataa 
attgtcctgt 
gaccaccggg 
atactgatga 
attatgcagc 
atccgtgagc 
caatcaacgg 
acttttggca 
Gtttttgttg 
tagttactga 
tcttttaaat 
catctgaagc 
ttccatcgta 
cacccttctg 
ttagtcgctc 
caaaccctta 
tggaacagcg 
tagggaatta 
aagaacgatt. 
caccaatccg 
attccatttx 
gaagcaaaaa 
cgagtcaagc 
tttaagtttt 
atgtcgcagt 
aaGggctaat 
tctgtagegc 
gttaggacgg 
gccacccttc 
atcgcatcag 



1800 
1860 
1920 
1980 
2040 
2100 
2160 
2220 
2280 
2340 
2400 
2460 
2520 
2580 
2640 
2700 
2760 
2820 
2880 
2940 
3000 
3060 
3120 
3180 
3240 
3300 
3360 
3420 
3480 
3540 
3600 
3660 
3720 
3780 
3840 
3900 
3960 
4020 
4080 
4140 
4200 
4260 
4320 
4380 
4440 
4500 
4560 
4620 
4680 
4740 
4800 
4860 
4920 



5040 
5100 
5160 
5220 
5280 
5340 
5400 
5460 
5520 



ctgtcggctg 
tccggtgtga 
ctqtcatcgt 
ttggatggcg 
cacaaagaac 
gactccacct 
ttccgttctf 
aaaaaaaaca 
acttgcttac 
ctttacttcg 
ttctaaata-t 
tagatttttg 
cgccaaaagc 
tgttgaaagc 
ccatttagtt 
cgttcctttc 
tatgacaatg 
cgggcagtag 
ttcactgctc 
gacatggtaa 
cacgcactac 
ggcactcaat 
gcaaatagca 
cctttactcc 
ttcatctc'tc 
aaacattacc 
ggtgcttgeg 
aacaggcate 
cagcataatt 
acatgtacta 
atatgaagag 
agacctacca 
tcacttccgc 
cctgccaaaa 
tggttttctt 
tccaacattt 
atagatgccg 
ggcctgaega 
accctaccgt 
acgacaacga 
atgcgcccag 
tcgggccgct 
cgaccacacc 
gcgcgaccat 
tqgcaccgcg 
tctactccgg 
acgtgatcgt 
ccccggaagc 
ctttgcatgt 
ttgggagtca 
acactgttrij 
tcccgcgatc 
ttggtatcgc 
ccaacccgca 
tgcggttggc 
aqtgcctgcg 
tttgcgagtt 
gttcgctcgc 
agggctacta 
ccgtgacgcg 
cggcccggca 
gcaaccggga 
agttcgcgca 



ccgc.cggtgt 
tgtcatccgt 
cagccgagga 
tccgaaatcg 
acagatatac 
gacagaggca 
Gttcatgtgc 
cgcgacggag 
tttgtccgtc 
teactattca 
ctatagtaaa 
tatgagtttg 
tatcggcata 
ttttgcaaat 
tgcatgaaca 
ttgtctaatc 
ttaaatgtct 
aaaccaaaat 
aaagaaagcc 
gatattcttt 
tattactgct 
gtactagcga 
cctaecggaa 
tgtgctctgt 
tttttctatt 
atacttcttx 
gtgtgtgtgt 
attccecttt 
tccaacagcc 
cagaaacaaa 
attactggcg 
agtcgcGtac 
cgccgtcgcc 
tgaat'gcgca 
ttgacatgtt 
cagacgcatt 
agttgggcac 
qgcgcgagtc 
gtactactac 
tccgctggtg 
cggcaagaag 
acggttccgt 
gcccaacagc 
gtggaacccg 
accccggccc 
caccgccacc 
ggtgtcgctg 
gcegggcaat 
gtgaatgagg 
gctgggtgcg 
gcgagagtgc 
tgttccagcg 
gcgaggaagc 
acagctcaca 
cgaggcggtc 
cgqcaaggae 
cccgttcgtg 
cagcgggege 
cttcatcatc 
cgaggagttc 
ggcgatcgtg 
cgcgctggac 
gcggtacgcc 



263.365U 
tggccttgcc 
tcctgctgcc 
cgacgtggcg 
gaccatcatt 
agatccctca 
aacacgccgg 
gtttcttact 
agtaagaagc 
cgtttgattc 
tttcatttcc 
tgttctgtag 
catcatccct 
aagtatggtt 
ggaaatgtta 
acaggaaatc 
aaatcatcta 
aagacgctca 
atcttaaata 
ctaactaact 
atcctr taac 
actactctcg 
aacacg-tcgc 
cagctttgaa 
tttctcgatc 
cttcttcgta 
cgctacgaac 
gtgtgtgtgt 
cacagacaat 
tcattcactc 
aacaaacaat 
aggtcatcga 
cattaectac 
gccgccgccg 
ttgttgcgat 
tgtgtgttgt 
ttttacacca 
qc t eg ag cat 
aaactcgggt 
aacgeacttt 
gtcaacaegg 
gtggacgtgt 
catccgcggc 
tgcgtgcaga 
aacacgcccc 
aagaatgegg 
ctggacgtgt 
cagtaccgcg 
gcgggactgt 
qtatagtatt 
ggacaaeatt 
cggtgccgtc 
ggeeatcctg 
cacactaagg 
caaccctctt 
ggctgcccgc 
ccgcacgtgc 
ccggtggtcg 
ttcaagaaga 
tactacxtga 

ctgeaggegg 
ttcgagtaca 

aagatggtgg 
gaggagggea 



s-s.eq- list- 
tcccagtccg 
ggagegtcat 
cgcattactc 
cttacataaa 
ccaacaaaaa 
ggtcgaggtg 
ctcctgcctt 
tgtacagaca 
cgctctttct 
aataaacttt 

caagtatctt 
tcccaatggg 
ect-tgeaaag 
aagecttt-aa 
aaaatattgg 
cgattgtaat 
aatgeaacca 
atgtcaagca 
acctaacctt 
tcttctgcac 
cacteacgag 
atctaagcac 
tgtgccagca 
ggaatgttcg 
tttttatccc 
tcgecaagaa 
attccacggc 
tgcacttttg 
ataccaggct 
atggagagtg 
tcccatGGcg 
ccaccaccga 
acgccgccga 
agattgaatt 
tttttctttc 
tatataggtc 
gtccacagtg 
aagtacgega 
accccGacgc 
ataaggggcg 
ggcteggcat 
eggecgaaaa 
tcgtggacac 
tgr.ccgagga 
ccgtcatgct 
acgaccaccg 
tggecagtet 
tcgatcagaa 
ctaacgaggt 
caccggttcg 
tcggtgtcgc 
caqagegget 
tacgtgccag 
ttccgtcgct 
acgaaccgag 
tggtcaacaa 
aeggtgcgtt 
eggagatect 
ccgagctgct 
tgegegaget 
ccgactggac 
gegactatea 
acaaegtcta 
Page 



082310 (2), 
cccagtccgg 

GGtCCtCCtC 

tcagcaagga 

tacagattca 
aaaaacgggt 
gattggtacg 
ctcaaacgaa 
ctctagtcct 
atgtgtgact 
taatgtgtct 
gtagtagaat 
gttgactccg 
gcttttatga 
gttccaatcg 
taacgacaat 
-tacaaacttc 
atagagtata 
aaacaaaaag 
ttcatcgatg 
cctacgcact 
cacctacttg 
tcacaaggaa 
cagcattgaa 
aaagttgaaa 
tetxtegteg 
ccagaacgca 
tgegagaage 
tactagaaca 
cacaccgact 
ctcgcgctga 
acatcatcgc 
ccactaGtxa 
cgccaccacc 
tccttggttg 
tctctctctc 
acggtgagtc 
gagcaacgcc 
ttggaagtgg 
acacgeaccg 
catccgcggc 
tccctacgcc 
gtggaccggc 
cgtgttcggc 
ctgtctgtac 
gtggatcttc 
ggtgcttgeg 
gggcttcctg 
ccttgcgcta 
gctcttcttc. 
gtggcgatec 
tgeatctget 
cgccgacggc 
ctgctgcttt 
cttttctcgc 
caagctgagc 
cgagtggggc 
cctggacgag 
caccggcagc 
gegcaaggag 
caacccgtac 
cgagcc.ggac 
ctteacctgc 
catgtatctg 
9S 



txt 

atcgctcgca 
gtcgtcgctg 
egcaggtegg 
cccacacaca 
tccatcgtct 
gattggtcat 
cttcagaacg 
cacacacaca 
ttctggcacc 
ttctttttta 
tgtatagaag 
tttcaaccaa 
aacacgaatg 
ctttttgtat 
cqctggcggg 
caagtttgcg 
attactaagg 
aacaattccg 
accctgtact 
caatgeaaca 
cactcaagcc 
gcacacattt 
caqgttcgcg 
agegcatttt 
tgttttttct 
gcgtgcgtgc 
aagateggag 
gaaaacgaga 
tttaaccgaa 
tactaagtta 
tccaggctcc 
cacagcatta 
ttcacaccgc 
ttgttgttgt 
■tttctgtggt 
cgtacgaatt 
gcggcgacgc 
ggggacgttt 
geagacgega 
attaeggteg 
cagccgccgg 
gtgetgaaca 
qacttcccgg 
attaacgtgg 
ggeggegget 
teggaggaga 
tttcteggca 
cggtaggtgt 
ccatcacttc 
gtcgcgtgtg 
gtccgccctt 
accgtgggca 
ccccaaacca 
tccagagcac 
gatgeggreg 
acgctcggca 
acgccgcagc 
aacaeggagg 
gagggegtga 
gtgaacgggg 
aacccgaaca 
aacgtgaacg 
tacacgcacc 



5580 
5640 
5700 
5760 
5820 
5880 
5940 
6000 
6060 
6120 
6180 
6240 
6300 
6360 
6420 
6480 
6540 
6600 
6660 
6720 
6780 
6840 
6900 
6960 
7020 
7080 
7140 
7200 
7260 
7320 
7380 
7440 
7500 
7 560 
7620 
7680 
7740 
7800 
7860 
7920 
7980 
8040 
8100 
8160 
8220 
8280 
8340 
8400 
8460 
8520 
8580 
S640 
8700 
8760 
8820 
8880 
8940 
9000 
9060 
9120 
9180 
9240 
9300 



gcagcaaagg 

acgtgttcgg 

gccggaagat 

acagcagagt 

ccaacacggc 

atctggagct 

ccttctggaa 

ttgaaacccc 

ctctcteacg 

accgtgcgaa 

gcttacggcg 

taagctttaa; 

aaccgaggga 

gagaagaagc 

gttcactaaa 

tggcaaatta 

gctgaaccgt 

ctttttatag 

cacagacagc 

acaacactaa 

tact at at ga 

ctgacaaaac 

accagtatga 

tcgttggcgg 



caacccgtgg 

cgaaccgctc 

catgcga-tac 

gtcgatcgct 

cagcagcgaa 

gggcctcaac 

gaagtacc'tt 

ctcccacatc 

tct-cttttcc 

agcagcgcat 

accgtcagat 

gatagtgagg 

gagataggac 

aaatcgaata 

cccagggggc 

tggcaagagc 

ttcatgggca 

ctttacacta 

agcgccgttt 

acaccacaca 

atatacatct 

acattacctt 

atttgttcca 

agtgctgcgc 



263365m 
ccgcgctgga 
aaeceeaccc 
tggtccaact 
ctaacaccag 
ttccccgagt 
acgtccttcg 
ccccagctag 
cccatcaggg 
ccaaaacagc 
ttttttacfeg 
tcatacaata 
aacaaatttt 
tacatagcga 
atcgaagcaa 
agctcagtag 
agtcgtgatg 
gttgct-gcaa 
acaaccactc 
gtagcaggat 
tctactaaaa 
agacgcatat 
gtcccccctc 
taataacgct 



s-seq-Ti st- 

cgggcgtgat 

tcggctacac 

ttgccaaaac 

cgtcttctct 

ggcccaagca 

tcggtcgggg 

ttgcagctac 

tccaggttgc 

gaacctacca 

acctgatctg 

attacr.accc 

tcccaaacaa 

aaagggaaaa 

eaaqaacaac 

c a a act act a 

ggttcgatca 

tacaecacga 

tccccacgct 

etactaccgt 

cacaccggaa 

atacgcatga 

eccctccggt 

tcgtaact'cg 



082310 (2). 

gcacggcgac 

cgaggacgag 

cgggtaagtg 

cttctacagc 

caccgcccac 

cccacggttg 

ctgtaagtct 

aataiataaat 

gggccagcac 

ategtgetgc 

catccatggc 

ttttcccccc 

caagtggtgg 

aacaaaaaaa 

ettaaataac 

gtatccatct 

cccgtacaca 

cctcttcccc 

gcggtttggt 

caataaacaa 

actactactt 

ttgcttacca 

ttaccaggag 



txt 

gagatcaact 
aaagacttta 
tgtgtgtcaa 
aatccaaatc 
ggacggcact 
aggcagtgtg 
cgtgcagcac 
ttcactttct 
cgcctagtga 
tggtgtcgct 
ctagttcgtt 
tttagagcag 
cggacgagga 
ctgcaaccgg 
tactttctta 
gaccggagca 
cagtaacaca 
ttcccctcca 
atggcggcca 
atgttaaact 
ccctcgtgtt 
ccactgcacc 
cacaactggg 



9360 

9420 

9480 

9540 

9600 

9660 

9720 

9780 

9840 

9900 

9960 

10020 

10080 

10140 

10200 

10260 

10320 

10380 

10440 

10500 

10560 

10620 

10680 

10700 



<210> 128 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA 
<220> 

<221> MISCL.FEATURE 
<222> (6). .(6) 
<223> n=atc,g f or t 

<400> 128 

ccgggngcsa cyatgtggaa 



<210> 129 
<211> 20 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> Synthetic DNA 
<400> 129 

acgatmacgt tctcytccga 



<210> 130 

<211> 676 

<212> PRT 

<213> schizaphis qrarmnum 
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263365us-seq-list-082310 (2) .txt 

<400> 130 

Met Asp Gin Trp Leu Leu Trp Phe G"!y Tyr Leu val Ala Ser Thr Tyr 
i 5 10 X3 

Gly Leu Ser Leu Arg His Ala Arg His Gin Ser val Gly Thr Pro Thr 
20 25 30 

Ala Glu Glu He Leu Glu Pro Gin lie Leu He Glu Asp Thr Asp His 
35 40 4 -> 

val Phe Arg Gin Arg Ala Ser Asp Met Phe Ala Gin Glu Pro Glu Tyr 
50 55 6° 

Thr Glu Lys Arg Asn Leu Asn His Arg Arg Arg Ser Glu Phe Ser Gly 
65 70 75 5U 

Asn Gin Asp Thr Asp Phe Ala Ser Ser Gly Glu Thr Tyr Ser Ala Tyr 
85 90 »3 

Thr Ser Asp Asp Pro Leu He lie His Thr Asn Lys Gly Lys He Arg 
100 105 ij -0 

Gly lie Thr Gin Thr Ala Thr Thr Gly Lys Leu val Asp Ala Trp Leu 
115 120 

Gly lie Pro Tyr Ala Lys Lys pro He Gly Asp Leu Arg Phe Arg His 
130 135 140 

Pro Ara Pro He. Asp Arg Trp Asp Thr Thr Thr Pro Glu Thr lie Leu 
14 5 " 150 155 ibU 

Asn Cys Thr Thr pro Pro Asn Thr Cys Val Gin He Phe Asp Thr Leu 
165 170 1/j 

Phe Gly asp Phe Pro Gly Ala Thr Met Trp Asn Pro Asn ser Pro val 
180 ' 185 lyo 

ser Glu Asp Cys Leu Tyr He Asn val Val val Pro Lys Pro Arg Pro 
195 200 

Gin Asn Ala Ala val Met val Trp He Phe Gly Gly Gly Phe Tyr Ser 
210 215 

Gly ser Ma Thr Leu Asp He Tyr Asp Pro Lys He Leu val ser Glu 
225 230 "5 

Glu Asn val He Leu Val Ser Met Gin Tyr Arg val Ala Ser Leu Gly 
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263365us-seq-list-082310 (2) .txt 
245 250 255 

Phe Leu Tyr Phe Asp Thr Giu Asp Val Pro Gly Asn Ala Gly Leu Phe 

260 265 2/0 

Asp Gin Leu Met Ala Leu Gin Trp val His Giu Asn lie Lys Leu Phe 
V 275 280 285 

Glv Glv Asn Pro Asn Asn val Thr Leu Phe Gly Giu Ser Ala Gly Ala 

1 290 295 300 

val ser val Ser Leu His Leu Leu Ser Pro Leu Ser Arg Asn Leu Phe 
305 310 315 s20 

Asn Gin Ala lie Met Giu Ser Gly Ser Ser Thr Ala Pro Trp Ala He 
325 330 335 

i eu Ser Arg Giu Giu Ser Phe Asn Arg Gly Leu Lys Leu Ala Lys Ala 
340 345 350 

Met Gly cys Pro Asp A.sp Arq Asn Thr lie His Lys Thr Val Giu Cys 
355 " 360 365 

leu Arg lvs Ala Asn Ser Ser val Met val Giu Lys Giu Trp Asp His 

370 " 375 380 

val Ala He Cys Phe Phe Pro Phe Val Pro val val Asp Gly Ala Phe 
385 390 395 400 

Leu Asp Asp His Pro Gin Lys Ser Leu Ser Thr Asn Asn Phe Lys Lys 
405 410 415 

Thr Asn He Leu Met Gly Ser Asn Ser Giu Giu Gly Tyr Tyr Ser He 
420 42 5 430 

Phe Tvr Tyr Leu Thr Giu Leu Phe Lys Lys Giu Giu Asn val Met. val 
435 440 445 

ser Arq Giu ash Phe He Lys Ala He Gly Gin Leu Asn Pro Asn Ala 
450 455 460 

Asp Ala Ala val Lys Ser Ala He Giu Phe Giu Tyr Thr Asp Trp Phe 
465 ' 470 475 480 

<; er p ro Asn Asp Pro Gl u Lys Asn Arg Asn Ala Leu Asp Lys Met val 
485 490 495 
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263365us-5eq~1ist"Q82310 (2) ,txt 
Glv asd xyr Gin Phe Thr Cys Asn Val Asn Glu Phe Ala his Lys Tyr 
500 505 5X0 

Ala Leu Thr Gly Asn Asn val Tyr Met Tyr Tyr Phe Lys His Arg Ser 
515 520 3" 

leu Asn Asn Pro Trp Pro Lys Trp Thr Gly val Met His Gly Asp Glu 
■ 530 535 540 

He Ser Tyr val Phe Glv Asp Pro Leu Asn Pro Asn Lys Arg Tyr Glu 
545 ^ 550 555 !>60 

He Glu Glu lie Glu Leu Ser Lys tys Met Met Arg Tyr Trp Thr Asn 
565 570 575 

Phe Ala lys Thr Gly Asn Pro ser Lys Thr Leu Glu Gly ser Trp val 
580 585 590 

Thr P^o Lvs Trp pro val His Thr Ala Tyr Gly Lys Glu Phe Leu Thr 
595 600 W>5 

Leu Asp Thr Asn Asn Thr ser He Gly val Gly Pro Arg Leu Glu Gin 
610 615 620 

cys Ala Phe Trp Lys Asn Tyr val Pro Asp Leu Thr Ala He Ser Lys 
625 630 t>35 640 

Ser Met Lys Ser Asp Lys Asn cys Thr Thr He Ser Gly Gly Thr Lys 
' ' 645 650 655 

Thr Asn val lie Glu Leu Ser val Trp Thr lie val Met Thr Thr Ala 
660 665 6/0 

val Leu Met Leu 
675 

<210> 131 

<211> 737 

<212> PRT 

<213> Schizaphis gram-mum 

<400> 131 

Met Glu lie Arg Gly Leu Leu Met Gly Arg Leu Arg Leu Gly Arg Arg 
£ 5 10 l^ 5 

Met val Pro Leu Gly Leu Leu Gly val Thr Ala leu Leu Leu lie Leu 
20 2$ i0 



Page 99 



26.336Sus-seq-1ist-08.231O (2).txt 
pro Pro ser Ala Leu val Gin Gly Arg His His Glu Leu Asn Asn Gfy 
35 40 45 

Ala Ala lie Gly Ser His Gin Leu Ser Ala Ala Ala Gly Val Gly Leu 
50 55 60 



Ser ser Gin ser Ala Gin ser Gly Ser Leu Ala Ser Gly val Met Ser 

5U 



65 



70 



75 



ser val Pro Ala Ala Gly Ala Ser ser ser ser Ser ser ser Leu Leu 

85 90 y: > 

ser ser Ser Ala Glu Asp Asp Val Ala Arg He Thr Leu Ser Lys Asp 

100 105 HO 

Ala Asp Ala Phe Phe Thr Pro Tyr He Gly His Gly Glu Ser val Arg 

115 120 1-2 5 

Tie lie Asp Ala Glu Leu Gly Thr Leu Glu His Val His Ser Gly Ala 

130 135 140 



Thr Pro Arg Arg Arg Gly Leu Thr Arg Arg Glu Ser Asn ser Asp Ala 



145 



150 



155 



Asn Asp Asn Asp Pro Leu val val Asn Thr Asp Lys Gly Arg lie Arg 



165 



170 



Gly He Thr Val Asp Ala Pro ser Gly Lys Lys val Asp Val Trp Leu 



180 



190 



Glv He Pro Tvr Ala Gin Pro Pro val Gly Pro Leu Arg Phe Arg His 

•i 205 



195 



200 



pro Arg Pro Ala Glu Lys Trp Thr Gly val Leu Asn Thr Thr Thr Pro 
210 " 215 220 



Pro Asn ser Cys val Gin He val Asp Thr Val Phe Gly Asp Phe Pro 



225 



230 



235 



Gly Ala Thr Met Trp Asn Pro Asn Thr Pro Leu Ser Glu Asp Cys Leu 



245 



255 



ryr He Asn val val Ala Pro Arg Pro Arg Pro Lys Asn Ala Ala val 



260 



265 



Met Leu rrp He Phe Gly Gly Gly Phe Tyr Ser Gly Thr Ala Thr Leu 
275 280 2bb 
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Asp val Tyr Asp His Arg Ala Leu Ala Ser Glu Glu Asn val lie val 

290 295 300 

val ser Leu Gin Tyr Arg val Ala ser Leu Gly Phe Leu Phe Leu Gly 
305 " 310 315 320 

Thr Pro Glu Ala Pro Gly Asn Ala Gly Leu Phe Asp Gin Asn Leu Ala 

325 330 335 

Leu Arq Trp Val Arg Asp Asn lie His Arg Phe Gly Gly Asp Pro Ser 
340 345 350 

Arq Val Thr Leu Phe Gly Glu Ser Ala Gly Ala Val Ser val Ser Leu 
355 360 365 

His Leu Leu Ser Ala Leu Ser Arg Asp Leu Phe Gin Arg Ala lie Leu 

370 375 330 



Gin Ser Gly Ser Pro Thr Ala Pro Trp Ala Leu Val Ser Arg Glu Glu 
— ™~ -95 AOn 



385 



390 



400 



Ala Thr Leu Arg Ala Leu Arg Leu Ala Glu Ala Val Gly Cys Pro His 
405 410 415 

Glu Pro ser Lvs Leu Ser Asp Ala val Glu Cys Leu Arg Gly Lys Asp 
420 425 430 

pro His Val Leu Val Asn Asn Glu Trp Gly Thr Leu Gly lie Cys Glu 
435 440 445 

Phe pro Phe val Pro Val Val Asp Gly Ala Phe Leu Asp Glu Thr Pro 
450 455 460 

Gin Arq ser Leu Ala Ser Gly Arg Phe Lys Lys Thr Glu He Leu Thr 
465 ~ 470 475 480 

Gly ser Asn Thr Glu Glu Gly Tyr Tyr Phe He lie Tyr Tyr Leu Thr 
485 490 495 

Glu Leu Leu Arg Lys Glu Glu Gly val Thr val Thr Arg Glu Glu Phe 
500 505 510 

Leu Gin Ala val Arg Glu Leu Asn Pro Tyr val Asn Gly Ala Ala Arg 
515 520 525 



Gin Ala lie Val Phe Glu Tyr Thr Asp Trp Thr Glu Pro Asp Asn Pro 
530 535 540 
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263'365us-seq-1ist-0823.lO (2) .txt 



asp ser Asn Arg Asp Ala Leu Asp Lys Met val Gly Asp Tyr His Phe 
545 550 555 5b0 

Thr cys Asn val Asn Glu Phe Ala Gin Arg Tyr Ala Glu Glu Gly Asn 
565 570 57} 

Asn val xyr Met Tyr Leu Tyr Thr His Arg Ser Lys Gly Asn Pro Trp 
580 585 590 

pro Ara T^p Thr Gly val Met His Gly Asp Glu lie Asn Tyr Val Phe 
595 600 60S 

Gly Glu Pro Leu Asn Pro Thr Leu Gly Tyr Thr Glu Asp Glu Lys Asp 
610 615 620 

ohie Ser Arq Lys lie Met Arg Tyr Trp ser Asn Phe Ala Lys Thr Gly 
62 5 * 630 635 640 

Asn Pro Asn Pro Asn Thr Ala Ser Ser Glu Phe Pro Glu Trp Pro Lys 
645 650 655 

His Thr Ala His Gly Arg His Tyr Leu Glu leu Gly Leu Asn Thr ser 
660 665 o70 

Phe val Glv Arg Gly Pro Arq Leu Arg Gin cys Ala Phe Trp Lys Lys 
675 ~ 680 685 

Tyr leu Pro Gin teu val Ala Ala Thr ser Asn Leu Pro Gly Pro Ala 
690 695 700 

pro Pro ser Glu Pro Cys Glu ser Ser Ala Phe Phe Tyr Arg Pro Asp 
705 710 715 '20 

Leu T]e val Leu Leu val ser Leu Leu Thr Ala Thr Val Arg Phe lie 
725 730 /« 

Gin 



<210> 132 

<211> 676 

<212> PRT 

<213> Sehizaphis graniinum 



<400> 132 

Met Asp Gin Trp Leu Leu Trp Phe Gly Tyr Leu val Ala ser Thr Tyr 
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Gly Leu ser Leu Arg His Ala Arg His Gin Ser val Gly Thr Pro Thr 
20 ' 25 30 

Ala Glu Glu lie Leu Glu Pro Gin He Leu He Glu Asp Thr Asp His 
35 40 45 

val Phe Arg Gin Arg Ala Ser Asp Met Phe Ala Gin Glu Pro Glu Tyr 
50 ' 55 60 

Thr Glu Lys Arg Asn Leu Asn His Arg Arg Arg ser Glu Phe ser Gly 
65 20 75 80 

Asn Gin Asp Thr Asp Phe Ala ser ser Gly Glu Thr Tyr ser Ala Tyr 
g$ 90 ->•> 

Thr Ser Asp Asp Pro Leu lie lie His Thr Asn Lys Gly Lys lie Arg 
100 105 HO 

Gly He Thr Gin Thr Ala Thr Thr Gly Lys Leu Val Asp Ala Trp Leu 
115 120 125 

Gly He Pro Tyr Ala Lys Lys Pro He Gly Asp Leu Arg Phe Arg His 
130 " 135 X40 

Pro Arg Pro He Asp Arg Trp Asp Thr Thr Thr Pro Glu Thr He Leu 
145 150 1^5 loO 

Asn cys Thr Thr Pro pro Asn Thr Cys val Gin He Phe Asp Thr Leu 
165 170 !' - 

Phe Gly Asp Phe Pro Gly Ala Thr Met Trp Asn Pro Asn Ser Pro val 
ISO 185 iyu 

ser Glu Asp Cys Leu Tyr He Asn Val val val Pro Lys Pro Arg Pro 
195 " 200 20s 

Gin Asn Ala Ala val Met. Val Trp He Phe Gly Gly Gly Phe Tyr Ser 
210 215 220 

Gly ser Ala Thr Leu Asp He Tyr Asp Pro Lys He Leu val Ser Glu 
225 230 235 

Glu Asn val He Leu val ser Met Gin Tyr Arg val Ala ser Leu Gly 
245 250 

phe Leu Tyr Phe Asp Thr Glu Asp val Pro Gly Asn Ala Gly Leu Phe 
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260 265 270 

Asp Gin teu Met Ala Leu Gin Trp val His Glu Asn lie Lys Leu Phe 
h 275 280 285 

Glv Glv Asn Pro Asn Asn val Thr Leu Phe Gly Glu Ser Ala Gly Ala 
290 295 300 

val ser val ser Leu His Leu Leu Ser Pro Leu ser Arg Asn Leu Phe 
305 ~ 310 315 320 

asm Gin Ala lie Met Glu Ser Gly Ser Ser Thr Ala Pro Trp Ala lie 
325 330 m 

leu ser Arq Glu Glu Ser Phe Asn Arg Gly Leu Lys Leu Ala Lys Ala 
340 345 350 

Met Gly Cys Pro Asp Asp Arg Asn Thr He His Lys Thr val Glu Cys 
• 355 360 3b5 

leu Arg lvs Ala Asn Ser Ser Val Met Val Glu Lys Glu Trp Asp His 
370 " 375 380 

val Ala lie Cys Phe Phe Pro Phe val Pro val val Asp Gly Ala Phe 
385 390 395 400 

leu asp Asp His Pro Gin Lys Ser Leu Ser Thr Asn Asn Phe Lys Lys 
405 410 415 

Thr Asn lie Leu Met Gly Ser Asn Ser Glu Glu Gly Tyr Tyr Ser He 
420 42 5 4iU 

Phe Tyr Tyr Leu Thr Glu Leu Phe Lys Lys Glu Glu Asn val Met val 
435 440 445 

ser Arq Glu Asn Phe lie Lys Ala lie Gly Gin Leu Asn Pro Asn Ala 
450 455 460 

Asp Ala Ala val Lys ser Ala He Glu Phe Glu Tyr Thr Asp Trp Phe 
465 '470 47 ^ 480 

ser Pro Asn Asp Pro Glu Lys Asn Arg Asn Ala Leu Asp Lys Met val 
4S5 490 49 :> 

Gly Asp Tyr Gin Phe Thr Cys Asn val Asn Glu Phe Ala His Lys Tyr 
500 505 510 
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Ala leu Thr Gly Asn Asn val Tyr Met Tyr Tyr Phe Lys His Arg ser 
515 520 525 

Leu Asn Asn Pro Trp Pro Lys Trp Thr Gly val Met His Gly Asp Glu 
530 535 540 

lie ser Tyr val Phe Gly Asp Pro Leu Asn Pro Asn Lys Arg Tyr G)u 
545 550 555 5 00 

lie Glu Glu He Glu Leu Ser Lys Lys Met Met Arg Tyr Trp Thr Asn 
565 570 

Phe Ala Lys Thr Glv Asn Pro ser Lys Thr Leu Glu Gly ser Trp val 
580 " 585 590 

Thr Pro Lys Trp Pro Val His Thr Ala Tyr Gly Lys Glu Phe Leu Thr 
595 600 605 

leu Asp Thr Asn Asn Thr ser lie Gly val Gly Pro Arg Leu Glu Gin 
610 615 620 

Cys Ala Phe Trp Lys Asn Tyr Val Pro Asp Leu Thr Ala He Ser Lys 
62 5 " 630 63 5 fr'W 

ser Met Lys Ser Asp Lys Asn cys Thr Thr He Ser Gly Gly Thr Lys 
645 650 bbb 

Thr Asn val He Glu Leu Ser val Trp Thr lie val Met Thr Thr Ala 
660 665 670 

val Leu Met Leu 
675 

<210> 133 

<211> 645 

<212> PRT 

<213> Anopheles gambiae 

<400> 133 

Met Ala ser Ala Tyr Tyr His Gin Ser Ala val Gly val Gly Asn val 
1 * 5 10 !> 

Leu val Leu Leu Leu Gly Ala Thr val He Cys Pro Ala Tyr Ala He 
20 25 30 

He Asp Arg leu val val Gin Thr Ser ser Gly Pro lie Arg Gly Arg 
35 40 45 
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263365us~seq-"list-082310 (2) .txt 
Ser Thr Met val Gin Gly Arg Glu val His val Phe ash Gly val pro 
50 55 60 

Phe Ala Lys Pro Pro Val Asp Ser Leu Arg Phe Lys Lys Pro val Pro 
65 ' 70 ?5 00 

Ala Glu Pro Trp His Gly val Leu Asp Ala Thr Arg Leu Pro Pro Ser 
85 90 yb 

Cvs lie Gin Glu Arg Tyr Glu Tyr Phe Pro Gly Phe Ala Gly Glu Glu 
100 105 110 

Met Trp Asn Pro Asn Thr Asn val Ser Glu Asp Cys Leu Tyr Leu Asn 
US 120 125 

Tie Tro Val Pro Thr Lys Thr Arg Leu Arg His Gly Arg Gly Leu Asn 
130 135 140 

Phe Gly ser Asn Asp Tyr Phe Gin Asp Asp Asp Asp Phe Gin Arg Gin 
145 150 155 loo 

His Gin Ser Lys Gly Gly Leu Ala Met Leu val Trp lie Tyr Gly Gly 
165 170 1 /3 

Glv Phe Met Ser Gly Thr Ser Thr Leu Asp lie Tyr Asn Ala Glu lie 
3 180 185 190 

Leu Ala Ala Val Glv Asn val lie Val Ala Ser Met Gin Tyr Arg val 
195 200 205 

Gly Ala Phe Glv Phe Leu Tyr Leu Ala Pro Tyr lie Asn Gly Tyr Glu 
210 215 '-20 

Glu Asp Ala Pro Gly Asn Met Gly Met Trp Asp Gin Ala Leu Ala lie 
225 230 235 240 

Arq Trp Leu lvs Glu Asn Ala Lys Ala Phe Gly Gly Asp Pro Asp Leu 
" 245 250 

lie Thr Leu Phe Gly Glu Ser Ala Gly Gly Ser ser val Ser Leu His 
260 265 2/0 

lpu Leu ser Pro val Thr Arg Gly Leu Ser Lys Arg Gly He Leu Gin 
275 280 2b5 

Ser Gly Thr Leu Asn Ala Pro Trp Ser His Met Thr Ala Glu Lys Ala 
290 295 300 
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Leu Gin He Ala Glu Gly Leu He Asp Asp Cys Asn Cys Asn Leu Thr 
305 310 315 32U 

Met Leu Lys Glu ser Pro Ser Thr val Met Gin cys Met Arg Asn val 
325 330 

Asp Ala Lys Thr He Ser val Gin Gin Trp Asn Ser Tyr ser Gly He 

Leu Glv Phe Pro Ser Ala Pro Thr lie Asp Gly val Phe Met Thr Ala 
- 355 360 36b 

Asp Pro Met Thr Met Leu Arg Glu Ala Asn Leu Glu Gly lie Asp lie 
370 375 380 

Leu val Gly Ser Asn Arg Asp Glu Gly Thr Tyr Phe Leu Leu Tyr Asp 

385 390 395 

Phe He Asp Tyr Phe Glu Lys Asp Ala Ala Thr Ser Leu Pro Arg Asp 
405 410 415 

lvs Phe Leu Glu lie Met Asn Thr lie Phe Asn Lys Ala Ser Glu Pro 
420 425 430 

Glu Arcs Glu Ala He He Phe Gin Tyr Thr Gly Trp Glu ser Gly Asn 
- 433 440 445 

asp Gly Tyr Gin Asn Gin His Gin val Gly Arg Ala val Gly Asp His 
450 455 4b0 

Phe Phe lie Cys Pro Thr Asn Glu Phe Ala Leu Gly Leu Thr Glu Arg 
465 470 475 4SU 

Gly Ala ser val His Tyr Tyr Tyr Phe Thr His Arg Thr ser Thr ser 
435 490 49 ;> 

leu Trp Gly Glu Trp Met Gly val Leu His Gly Asp Glu val Glu Tyr 
500 505 510 

Tie Phe Gly Gin Pro Met Asn Ala Ser Leu Gin Tyr Arg Gin Arg Glu 
515 520 52 5 

Arq Asp Leu Ser Arg Arg Met Val Leu Ser val ser Glu Phe Ala Arg 
530 535 540 

Thr Glv Asn Pro Ala Leu Glu Gly Glu His Trp Pro Leu Tyr Thr Arg 
545 550 

page 107 



263365us-seq-list-082310 (2).txt 

Glu Asn Pro lie Tyr Phe He Phe Asn Ala Glu Gly Glu Asp Asp Leu 
565 570 !> -° 

Arc Gly Glu Lys Tyr Gly Arg Gly Pro Met. Ala Thr ser Cys Ala Phe 
580 585 byu 

Trp Asn Asp Phe Leu Pro Arg Leu Arg Ala Trp ser Va] Pro Leu Lys 
^ " 595 600 60b 

asp Pro cys Lys Leu Asp Asp His Thr Ser He Ala Ser Thr Ala Arg 
' 6io 615 620 

Ala Ala Pro Thr val Ala Leu Leu He Ala Leu Ser Leu Ala val Ala 
52 5 630 63 5 o4U 

Arg Leu val Ala Ala 
64 5 

<210> 134 
<211> 664 
<212> PRT 

<213> Anopheles Stephens! 
<4Q0> 134 

Met Phe Val Asn Gin Arg Thr Arg Arg Pro Tyr Met Ser val Phe Val 
1 5 3.0 " 

ieu val leu Gly Ala Ala val He cys Pro Ala Tyr Gly lie lie Asp 
20 25 ^0 

Arg Leu val val Gin Thr Ser ser Gly Pro He Arg Gly Arg ser Thr 
35 40 4 ^ 

Met val Gin Gly Aro Glu Val His val Phe Asn Gly Val Pro Phe Ala 
'50 55 60 

Lys Pro pro val Asp Ser Leu Arg Phe Lys Lys Pro val Pro Ala Glu 

65- 7® '5 

Pro Trp His Gly val Leu Asp Ala Thr Arg Leu Pro Pro Ser cys He 
85 90 y 

Gin Glu Arg Tyr Glu Tyr Phe Pro Gly Phe Ala Gly Glu Glu Met Trp 
100 105 xxu 

Asn Pro ash Thr Asn val Ser Glu Asp Cys Leu Tyr Leu Asn He Trp 
115 120 - u ^ 
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Val Pro Thr t ys Thr Arg Leu Arg His Gly Arg Gly Leu Asn Phe Gly 
130 135 14 0 

ser Asn Asp Tyr Phe Gin Asp Asp Asp Asp Phe Gin Arg Gin His Gin 
145 150 I-*- 5 

ser lys Gly Gly Leu Ala Met Leu val Trp He Tyr Gly Gly Gly Phe 
165 170 1'* 

Met Ser Gly Thr ser Thr Leu Asp lie Tyr Asn Ala Glu lie Leu Ala 
180 185 190 

Ala val Gly Asn val lie val Ala Ser Met Gin Tyr Arg val Gly Ala 
195 200 20b 

phe Gly Phe Leu Tyr Leu Ala Pro Tyr lie Asn Gly Tyr Glu Glu Asp 
210 215 

Ala Pro Gly Asn Met Gly Met Trp Asp Gin Ala Leu Ala lie Arg Trp 
225 230 235 «u 

leu *ys Glu Asn Ala Lys Ala Phe Gly Gly Asp Pro Asp Leu lie Thr 
245 250 z ^ 

leu Phe Gly Glu ser Ala Gly Gly ser ser val ser Leu His Leu Leu 
260 2/0 

ser Pro val Thr Arg Gly Leu ser Lys Arg Gly He Leu Gin ser Gly 
275 280 2br> 

Thr Leu Asn Ala Pro Trp Ser His Met Thr Ala Glu Lys Ala Leu Gin 
290 295 300 

He Ala Glu Gly Leu He Asp Asp cys Asn Cys Asn Leu Thr Met Leu 
305 " 310 315 ^0 

lvs Glu Ser Pro Ser Thr val Met Gin cys Met Arg Asn val Asp Ala 
• 32 5 ^ 

Lys Thr He ser val Gin Gin Trp Asn Ser Tyr ser Gly lie Leu Gly 
340 345 

Phe Pro ser Ala Pro Thr He Asp Gly val Phe Met Thr Ala Asp Pro 
355 360 36^ 

Met Thr Met leu Arg Glu Ala Asn Leu Glu Gly He Asp lie Leu Val 
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370 375 380 

Glv ser Asn Arq Asp Glu Gly Thr Tyr Phe leu Leu Tyr Asp Phe lie 
385 390 395 4UU 

asp Tvr Phe Glu Lys Asp Ala Ala Thr Ser Leu Pro Arg Asp Lys Phe 
405 410 4X3 

Leu Glu lie Met Asn Thr He Phe Asn Lys Ala Ser Glu Pro Glu Arg 
420 4 25 4 - iU 

Glu Ala He He Phe Gin Tyr Thr Gly Trp Glu ser Gly Asn Asp Gly 
435 440 445 

Tyr Gin Asn Gin His Gin val Gly Arg Ala val Gly Asp His Phe Phe 
3 450 455 460 

lie Cvs Pro Thr Asn Glu Phe Ala Leu Gly Leu Thr Glu Arg Gly Ala 
465 470 475 480 

ser val His Tyr Tyr Tyr Phe Thr His Arg Thr Ser Thr Ser Leu Trp 

Gly Glu rrp Met Glv val Leu His Gly Asp Glu Val Glu Tyr lie Phe 
500 ' 505 510 

Gly Gin Pro Met Asn Ala Ser Leu Gin Tyr Arg Gin Arg Glu Arg Asp 
515 520 525 

I eu Ser Arg Arg Met Val Leu Ser Val Ser Glu Phe Ala Arg Thr Gly 
530 535 540 

Asn Pro Ala Leu Glu Gly Glu His Trp Pro Leu Tyr Thr Arg Glu Asn 
545 550 >^5 5bU 

pro He Phe Phe lie Phe Asn Ala Glu Gly Glu Asp Asp Leu Arg Gly 
565 570 5/5 

Glu tys Tyr Gly Arg Gly Pro Met Ala Thr Ser Cys Ala Phe Trp Asn 
580 585 590 

Asp Phe Leu pro Arg Leu Arg Ala Trp Ser val Pro Ser Lys ser Pro 
595 600 605 

cvs A S n Leu Leu Glu Gin Met Ser He Ala ser val Ser Ser Thr Met 
J ~ 610 615 620 
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Pro He val val Met val val Leu val Leu lie Pro Leu cys Ala Trp 
625 630 63 3 b4U 

Trp Trp Ala lie Lys Lys Asn Lys Thr Pro Pro His Pro Gin val He 
K 645 650 

Leu Glu Thr Arg Ala Phe Met His 
660 

<210> 135 
<211> 637 
<212> PRT 
<213> Aedes aegypti 



<400> 135 

Met Lys Me 
1 5 



Met i ys Met Ser Ala val val Arg Leu Cys Cys Asn Met lie Ser Leu 

10 l-> 



Leu Leu Cvs He Thr val He Ser Pro Val Tyr Gly He Phe Asp Arg 
20 25 5L 

Leu Val val Gin Thr Ser Ser Gly Pro He Arg Gly Arg Ser Thr Met 
35 40 4 5 

val Leu Gly Arcs Glu val His val Phe Asn Gly val Pro Phe Ala Lys 
50 55 60 

Pro Pro val Asp Gly Leu Arg Phe Arg Lys Pro val Pro Ala Glu Pro 
65 ' 70 75 80 

xrp His Gly val Leu Asp Ala Thr Arg Leu Pro Pro Ser Cys lie Gin 
85 90 

Glu Arg Tyr Glu Tvr Phe Pro Gly Phe Ala Gly Glu Glu Met Trp Asn 
100 " 105 11U 

pro Asn Thr Asn val ser Glu Asp cys Leu Tyr Leu Asn He Trp val 
115 120 110 

Pro Thr Lys Thr Arg Leu Arg His Gly Arg Gly Leu Asn Phe Gly Asn 
130 135 140 

Asn Asp Tyr Phe Gin Asp Asp Asp Asp Phe Gin Arg Gin His Gin Ser 
145 150 153 

L ys Gly Gly Leu Ala Met Leu val Trp lie Tyr Gly Gly Gly Phe Met. 
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Ser Gly Thr ser Thr Leu Asp Val Tyr Asn Ala Glu Met Leu Ala Ala 
180 185 iyu 

val Gly Asn val lie val Ala Ser Met Gin Tyr Arg val Gly Ser Phe 
195 200 2Ui 

Gly Phe Phe Tyr Leu Ala Pro Tyr Leu Asn Asp Asp Asp Ala Pro Gly 
210 215 220 

Asn val Gly Leu Trp Asp Gin Ala Leu Ala lie Arg Trp Leu Lys Glu 
225 230 25b 

Asn Ala Lys Ala Phe Gly Gly Asp Pro Asp Leu He Thr Leu Phe Gly 
245 2^0 

Glu ser Ala Gly Glv Ser Ser Val Ser Leu His Leu Leu Ser pro val 
260 265 2/U 

rhr Arg Gly Leu ser Arg Arg Gly He Leu Gin Ser Gly Thr Leu Asn 
275 280 2o5 

Ala Pro xrp ser His Met Ser Ala Glu Lys Ala Leu Ser Val Ala Glu 
290 295 300 

Ala teu He Asp Asp Cys Asn Cys Asn val Thr Leu Leu Lys Asp Asn 

305 310 315 

pro Asn Tyr Val Met Asn Cys Met Arg Asn val Asp Ala Lys Thr lie 
325 330 

Ser Val Gin Gin Trp Asn Ser Tyr Ser Gly He Leu Gly Phe Pro Ser 
340 345 3bU 

Ala Pro Thr He Asp Gly val Phe Met Thr Ala Asp Pro Met Thr Met 
355 360 3bb 

Leu Arg Glu Ala Asn Leu Glu Gly Val Glu He Leu Val Gly Ser Asn 
370 375 35U 

Arg Asp Glu Gly Thr Tyr Phe Leu Leu Tyr Asp Phe He Asp Tyr Phe 
385 390 395 

Glu Lys Asp Ala Ala rhr Ser Leu Pro Arg Asp Lys Phe Leu Glu He 
405 410 41:> 

Met Asn Thr He Phe Ser Lys Ala Ser Glu Pro Glu Arg Glu Ala He 
420 425 4 ^ 
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He Phe G'n Tyr Thr Gly Trp Glu Ser Gly Asn Asp Gly Tyr Gin Asn 
435 440 445 

Gin Gin Gin val Gly Arg ser Val Gly Asp His Phe Phe lie Cys Pro 
450 455 

Thr Asn Glu Phe Ala Leu Gly Leu Ala Glu Arg Gly Ala Ser val Tyr 
465 470 475 480 

Tvr Tyr Tyr Phe Thr His Arg Thr ser Thr Ser leu Trp Gly Glu Trp 
485 490 4yt> 

Met Gly val Leu His Gly Asp Glu val Glu Tyr He Phe Gly Gin Pro 
500 505 510 

Met Asn val Ser Met Gin Tyr Arg Gin Arg Glu Arg Asp Leu Ser Arg 
515 520 525 

Arq Met val Leu Ser Val Ser Glu Phe Ala Arg Ser Gly Asn Pro Ala 
* 530 535 540 

leu Glu Gly Glu His Trp Pro val Tyr Thr Lys Glu Asn Pro lie Tyr 
545 550 555 560 

Phe lie Phe Asn Ala Glu Gly Glu Asp Asp Leu Arg Gly Glu Lys Tyr 
565 570 

Glv Arq Gly Pro Met Ala Thr Ala Cys Ala Phe Trp Asn Asp Phe Leu 
- 580 585 

Pro Arg Leu Arg Ala Trp Ser val Pro pro Lys ser ser Cys Asn lie 
595 600 60:? 

Leu Glu Gin Thr ser Ala Ala Thr He Leu Tyr val Asp lie Lys He 
610 615 620 

val Thr val Leu Met val Phe lie Leu val Arg Leu Tyr 
52 5 630 635 

<21Q> 136 

<211> 649 

<212> PRT 

<213> Drosophila melanogaster 

<400> 136 

Met Ala lie ser Cys Arg Gin Ser Arg val Leu Pro Met Ser Leu Pro 
^ 5~ 10 J- * 
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•• eu Pro Leu Thr He Pro Leu Pro Leu val Leu val Leu ser Leu His 
20 25 30 

Leu ser Gly val Cys Gly Val He Asp Arg Leu Val val Gin Thr Ser 
35 40 45 

ser Gly Pro val Arg Gly Arg Ser Val Thr val Gin Gly Arg Glu Val 
50 55 60 

His val Tyr Thr Glv He Pro Tyr Ala Lys Pro Pro Val Glu Asp Leu 
65' 70 75 »0 

Arq Phe Arg Lys Pro val Pro Ala Glu Pro Trp His Gly val Leu Asp 
85 90 9* 

Ala Thr Ara Leu Ser Ala Thr cys val Gin Glu Arg Tyr Glu Tyr phe 
" 100 105 110 

Pro Gly Phe Ser Gly Glu Glu lie Trp Asn Pro Asn Thr Asn Val Ser 
115 120 125 

Glu Asp cys Leu Tyr He Asn val Trp Ala Pro Ala Lys Ala Arg Leu 
130 135 140 

Arq His Gly Arq Gly Ala Asn Gly Gly Glu His Pro Asn Gly Lys Gin 
145 " 150 155 160 

Ala Asp Thr Asp His Leu He His Asn Gly Asn Pro Gin Asn Thr Thr 
165 170 17s 

Asn Gly Leu Pro lie Leu lie Trp He Tyr Gly Gly Gly Phe Met Thr 
180 185 190 

Gly ser Ala Thr Leu Asp He Tyr Asn Ala Asp He Met Ala Ala Val 
195 200 205 

Glv Asn Val He Val Ala Ser Phe Gin Tyr Arg Val Gly Ala Phe Gly 
' 210 215 220 

Phe Leu His Leu Ala Pro Glu Met Pro Ser Glu Phe Ala Glu Glu Ala 
225 230 235 240 

pro Gly Asn val Gly Leu Trp Asp Gin Ala Leu Ala lie Arg Trp Leu 
245 250 255 

Lys Asp Asn Ala His Ala Phe Gly Gly Asn Pro Glu Trp Met Thr Leu 
260 265 2/U 
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Phe G"!y Glu ser Ala Gly Ser Ser Ser val Asn Ala Gin Leu Met. Ser 
275 280 285 

pro val xbr Arg Gly Leu Val Lys Arg Gly Met Met Gin ser Gly Thr 
290 " 295 300 

Met Asn Ala Pro Trp ser His Met Thr Ser Glu Lys Ala val Glu lie 
305 310 315 ^ u 

Gly Lys Ala Leu lie Asn Asp Cys Asn Cys Asn Ala Ser Met Leu Lys 
32 5 3 3U 

Thr Asn pro Ala His val Met Ser Cys Met Arg Ser val Asp Ala Lys 
340 345 

Thr He ser val Gin Gin Trp Asn Ser Tyr Ser Gly lie Leu Ser Phe 
355 360 3t>5 

pro Ser Ala Pro Thr lie Asp Gly Ala Phe Leu Pro Ala Asp Pro Met 
370 375 380 

Thr Leu Met. Lys Thr Ala Asp Leu Lys Asp Tyr Asp He Leu Met Gly 
385 " 390 395 ««u 

Asn val Arg Asp Glu Gly Thr Tyr Phe Leu Leu Tyr Asp Phe lie Asp 
405 410 4i --> 

Tyr Phe Asp Lys Asp Asp Ala Thr Ala Leu Pro Arg Asp Lys Tyr Leu 
420 425 4iU 

Glu He Met Asn Asn He Phe Gly Lys Ala Thr Gin Ala Glu Arg Glu 
435 440 445 

Ala He He Phe Gin Tyr Thr ser Trp Glu Gly Asn Pro Gly Tyr Gin 
450 455 460 

Asn Gin Gin Gin He Gly Arg Ala val Gly Asp His Phe Phe Thr Cys 
465 470 475 

Pro Thr Asn Glu Tyr Ala Gin Ala Leu Ala Glu Arg Gly Ala Ser val 
485 490 ^ y:> 

His Tyr Tyr Tvr Phe Thr His Arg Thr Ser Thr Ser Leu Trp Gly Glu 
500 505 510 

Trp Met Gly val Leu His Gly Asp Glu He Glu Tyr Phe Phe Gly Gin 
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515 520 525 

pro Leu Asn Asn Ser Leu Gin Tyr Arg Pro val Glu Arg Glu Leu Gly 
530 535 540 

Lys Arg Met Leu Ser Ala val lie Glu Phe Ala Lys Thr Gly Asn Pro 
545 550 555 560 

Ala Gin Asp Gly Glu Glu Trp Pro Asn Phe Ser Lys Glu Asp Pro Val 
565 570 *<5 

Tyr Tyr lie Phe ser Thr Asp Asp Lys lie Glu Lys Leu Ala Arg Gly 
580 585 590 

pro leu Ala Ala Arg Cys Ser Phe Trp Asn Asp Tyr Leu Pro Lys val 
595 ~ 600 t>0b 

Arg ser Trp Ala Gly Thr Cys Asp Gly Asp Ser Gly Ser Ala Ser He 
610 615 620 

ser Pro Arg Leu Gin Leu leu Gly He Ala Ala Leu He Tyr He Cys 
62 5 630 635 &40 

Ala Ala Leu Arg Thr Lys Arg val Phe 
645 

<21Q> 137 
<211> 708 
<212> PRT 

•<213> Lucilia cuprina 
<400> 137 

Met Ala Arg Phe lie Thr Thr Ser Ser Ser Pro Thr Leu Thr Thr ser 
1 5 10 15 

Thr Ala Ala Thr Ala Pro Ser Ser Ser Trp Ser ser Asn Ala Thr Ser 
20 25 ^0 

Thr Ala Thr ser He Ser ser His Ser Arg Thr ser Arg Lys ser Arg 
35 40 45 

Tvr Thr Ser Ser Asn Leu Leu Asn Ala Phe Ala Ser Leu Thr Ser Arg 
J 50 55 60 

Ser ser Leu ser Leu Ser Ser Thr Ser ser Asn Asp Leu Tyr Arg Gly 
65 70 75 80 

Phe leu Thr Thr Leu val He Leu Leu Arg Met Ser ser Val Ala Tyr 
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85 ' 90 35 

Gly He Thr Asp Arg Leu He Val Gin Thr Thr Ser Gly Pro Val Arg 
100 105 HO 

Glv Arcs Ala Val Thr val Gin Gly Arg Glu val His Val Phe Thr Gly 
115 120 125 

lie Pro Tyr Ala Lys Pro Pro val Asp Asp Leu Arg Phe Arg Lys Pro 
130 135 140 

val Pro Ala Glu Pro Trp His Gly val Leu Asp Ala Thr Arg Leu Pro 
145 150 155 160 

Ala Thr cys val Gin Glu Arg Tyr Glu Tyr Phe Pro Gly Phe Ser Gly 
165 170 17 J 

Glu Glu lie Trp Asn Pro Asn Thr Asn Val Ser Glu Asp Cys Leu Tyr 

180 185 iyu 

Met Asn lie Trp Ala Pro Ala Lys Ala Arg Leu Arg His Gly Arg Gly 

195 200 205 

Ala Asn Gly Gly Glu His ser Ser Lys Thr Asp Pro Asp His Leu He 
210 215 " u 

His Ser Ala Thr pro Gin Asn Thr Thr Asn Gly Leu Pro He Leu lie 
225 230 235 ^ 

rro lie Tyr Gly Gly Gly Phe Met Thr Gly Ser Ala Thr Leu Asp He 
K 245 250 2 5 5 

Tyr Asn Ala Asp lie Met Ser Ala Val Gly Asn Val He Val Ala Ser 
260 265 2/0 

Phe Gin Tyr Arg Val Gly Ala Phe Gly Phe Leu His Leu Ser Pro val 
275 280 

Met Pro Gly Phe Glu Glu Glu Ala Pro Gly Asn Val Gly Leu Trp Asp 
290 295 300 

Gin Ala Leu Ala Leu Arg Trp Leu Lys Glu Asn Ala Arg Ala Phe Gly 
305 310 315 320 

Gly Asn Pro Glu Trp Met Thr Leu Phe Gly Glu Ser Ala Gly ser ser 
325 330 " J 
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ser val Asn Ala Gin Leu Val ser Pro Val Thr Arg Gly Leu va! Lys 
340 345 3bU 

Ara Gly Met Met Gin Ser Gly Thr Met Asn Ala Pro Trp Ser His Met 
355 360 3b.> 

Thr ser Glu Lys Ala val Glu He Gly Lys Ala Leu He Asn Asp Cys 
370 37 5 3»0 

Asn Cvs Asn Ala Ser Leu Leu Pro Ala Asn Pro Gin Ser Val Met Ala 
385 ' 390 39^ 4W 

cys Met Arg Ala val Asp Ala Lys Thr lie ser val Gin Gin Trp Asn 
405 410 ^J-J 

Ser Tyr Ser Gly lie Leu Ser Phe Pro Ser Ala Pro Thr lie Asp Gly 
420 425 430 

Ala Phe Leu Pro Ala Asp Pro Met. Thr Leu Met Lys Thr Ala Asp Met 
435 440 445 

Ser Gly Tyr Asp lie Met lie Gly Asn val Lys Asp Glu Gly Thr Tyr 
450 455 460 

Phe Leu Leu Tyr Asp Phe He Asp Tyr Phe Asp Lys Asp Glu Ala Thr 
465 ' 470 475 

ser Leu Pro Arg Asp Lys Tyr Leu Glu lie Met Asn Asn He Phe Asn 
485 490 4y 5 

Lvs Ala Thr Gin Ala Glu Arg Glu Ala He He Phe Gin Tyr Thr Ser 
500 505 510 

rrp Glu Glv Asn Pro Gly Tyr Gin Asn Gin Gin Gin lie Gly Arg Ala 
515 ' 520 5*5 

Val Gly Asp His Phe Phe Thr Cys Pro Thr Asn Glu Tyr Ala Gin Ala 
530 535 540 

Leu Ala Glu Arg Gly Ala Gin val His Tyr Tyr Tyr Phe Thr His Arg 
545 550 *55 5bU 

Thr ser Thr ser Leu Trp Gly Glu Trp Met Gly val Leu His Gly Asp 
565 570 5/b 

Glu He Glu Tyr Phe Phe Gly Gin Pro Leu Asn Thr Ser Leu Gin Tyr 
580 585 590 
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Arg Ala Val Glu Arg Glu Leu Gly Lys Arg Met Leu Asn Ser val He 
595 600 

Glu Phe Ala Lys Thr Gly Asn Pro Ala Val Asp Gly Glu Glu Trp Pro 
610 615 6^0 

Asn Phe ser Lys Glu Asp Pro Val Tyr Tyr val Phe Ser Thr Asp Glu 
625 630 63 i b4U 

ivs Thr Glu Lys Leu Gin Arg Gly Pro Leu Ala Lys Arg Cys Ser Phe 
645 650 fc^b 

Trp Asn Asp Tyr Leu Pro Lys val Arg Ser Trp Val Gly Ser Glu Cys 
660 665 O'O 

Glu Asn Asn ser Ala Glu Ser Ala Ala val Ser He lie Tyr Glu Lys 
675 680 685 

Gin Gin Asn Leu Leu Lys Trp Val lie Met. Leu Thr He Met val Thr 
690 695 /ou 

Cys lie Phe Gin 
705 

<210> 138 
<211> 692 
< 2 1 2 P R.T 

<213> Musca domestica 
<400> 138 

Met Ala Arg Ser Val Arg Thr Pro He Ser Pro Ser Ser Ser Ser Ser 
1 5 10 " b 

ser Ser Arg Ser Ser Trp Ser Ser Pro Ser Ser ser Phe Tyr Ser Leu 
20 25 3U 

leu Ser Ser Phe Lys Ala Ser Leu Thr Arg Pro Ser ser ser Ser Ser 
35 40 4> 

val Ala His His Leu Ala Ala Arg Asn Asn Asp lie Cys Arg Gly Leu 
50 55 &0 

Phe Ala Thr Leu Val He Leu Leu Arg Met Ser Ala Leu Thr Ser Ala 
65 ' ' 70 75 80 

Met Thr Asp His Leu Thr val Gin Thr Thr ser Gly Pro val Arg Gly 
g5 90 *° 
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Arq ser Val Thr val Gin Gly Arg Asp Val His val Phe Thr Gly lie 
100 105 HO 

pro Tyr Ala i ys Pro Pro val Asp Asp Leu Arg Phe Arg Lys Pro val 
" 115 120 125 

pro Ala Glu Pro Trp His Gly val Leu Asp Ala Thr Arg Leu Pro Ala 
130 135 140 

Thr cys val Gin Glu Arg Tyr Glu Tyr Phe Pro Gly Phe Ser Gly Glu 
145 150 1^5 lb0 

Glu He Trp Asn Pro Asn Thr Asn val Ser Glu Asp Cys Leu Phe Met 
165 170 175 

Asn lie Trp Ala Pro Ala Lys Ala Arg Leu Arg His Gly Arg Gly Thr 
180 185 190 

Asn Glv Gly Glu His Ser Ser Lys Thr Asp Gin Asp His Leu He His 
" 195 200 205 

<; er Ala Thr Pro Gin Asn Thr Thr Asn Gly Leu Pro He Leu lie Trp 
210 215 220 

lie Tyr Gly Gly Gly Phe Met Thr Gly ser Ala Thr Leu Asp lie Tyr 

225 230 235 

Asn Ala Glu lie Met. Ser Ala val Gly Asn Val He val Ala Ser Phe 
245 2i0 255 

Gin Tyr Arg val Gly Ala Phe Gly Phe Leu His Leu Ser Pro Val Met 
260 265 *-70 

Pro Gly Phe Glu Glu Glu Ala Pro Gly Asn Val Gly Leu Trp Asp Gin 
275 280 285 

Ala leu Ala Leu Arg Trp Leu Lys Glu Asn Ala Arg Ala Phe Gly Gly 
290 295 *00 

Asn Pro Glu Trp Met. Thr Leu Phe Gly Glu Ser Ala Gly Ser Ser Ser 
305 310 315 

val Asn Ala Gin Leu Met ser Pro val Thr Arg Gly Leu Val Lys Arg 

325 330 555 

Glv Met Met Gin ser Gly Thr Met Asn Ala Pro Trp Ser His Met Thr 
'' ' 340 345 350 
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Ser Glu lvs Ala Val Glu lie Gly Lys Ala Leu Val Asn Asp Cys Asn 
355 360 365 

evs Asn Ala ser Leu Leu Pro Glu Asn Pro Gin Ala Val Met Ala Cys 
■ 375 380 

Met Arg Gin val Asp Ala Lys Thr He Ser val Gin Gin Trp Asn Ser 
385 390 3»3 

T yr ser Glv He Leu Ser Phe Pro Ser Ala Pro Thr He Asp Gly Ala 
" 405 410 415 

Phe Leu Pro Ala Asp Pro Met Thr Leu Leu Lys Thr Ala Asp Leu Ser 
420 42 5 43 o 

Glv Tyr Asp He Leu He Gly Asn val Lys Asp Glu Gly Thr Tyr Phe 
435 440 445 

seu l eu Tyr Asp Phe He Asp Tyr Phe Asp Lys Asp Asp Ala Thr Ser 
450 ' 455 460 

leu Pro Arg Asp Lys Tyr Leu Glu lie Met Asn Asn He Phe Gin Lys 
465 " 470 475 45U 

Ala ser Gin Ala Glu Arq Glu Ala He He Phe Gin Tyr Thr Ser Trp 
485 490 495 

Glu Gly Asn Pro Glv Tyr Gin Asn Gin Gin Gin He Gly Arg Ala Val 
500 505 -'10 

Glv asp His Phe Phe Thr Cys Pro Thr Asn Glu Tyr Ala Gin Ala Leu 
515 520 >25 

Ala Glu Arg Gly Ala Ser Val His Tyr Tyr Tyr Phe Thr His Arg Thr 
530 535 540 

ser Thr ser Leu Trp Gly Glu Trp Met Gly val Leu His Gly Asp Glu 
545 550 555 560 

lie Glu Tyr Phe Phe Gly Gin Pro Leu Asn Asn Ser Leu Gin Tyr Arg 
565 570 5/5 

pro val Glu Arg Glu Leu Gly Lys Arg Met Leu Asn Ser val He Glu 
580 585 5yU 

Phe Ala Lvs Ser Gly Asn Pro Ala val Asp Gly Glu Glu Trp Pro Asn 
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595 600 60i 

Phe ser Lys Glu Asp Pro val Tyr Tyr val Phe Ser Thr Asp Glu Lys 
610 615 6*0 



lie Glu Lys Leu Gin Arg Gly Pro Leu Ala Lys Arg cys ser Phe Trp 



Asn Asp ryr Leu Pro Lys val Arg ser Trp He Gly Ser Glu cys Glu 
645 650 

Asn lvs Ser Ser Thr Ser Ala Ser Ala Ala lie Tyr Glu Met Lys Met 
y 660 665 670 

Gin Gin Leu Thr Leu Leu Ala val Ala He He Leu Thr Met val Asn 
675 680 665 

ser lie Phe Gin 
690 

<210> 139 

<211> 63 5 

<212> PRT 

<213> Culex pi pi ens 

<400> 139 

Met ^er Ser lie ser Met val val Gly Ala val Leu Leu Leu Cys Ser 
1 5 10 1:5 

Ala val He Ser Pro val Tyr Gly Ala Phe Asp Arg Leu val val Arg 
2.0 2 5 3U 

Thr Ser Ser Glv Pro He Arg Gly Arg ser Thr Met val Gin Gly Arg 
35 40 45 

Glu val His val Phe Asn Gly val Pro Phe Ala Lys Pro Pro val Asp 
50 55 60 

Gly Leu Arg Phe Gin Lys Pro val Pro Ala Glu Pro Trp His Gly val 
65 70 '3 

Leu Asp Ala Thr Arg Leu Pro Pro ser cys He Gin Glu Arg Tyr Glu 

Tvr Phe Pro Glv Phe Ala Gly Glu Glu Met Trp Asn Pro Asn Thr Asn 
100 105 1XU 

val Ser Glu Asp Cys Leu Tyr Leu Asn He Trp val Pro Thr Lys Thr 
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115 120 125 

Arq Leu Ara His Gly Arg Gly Leu Asn Phe Gly Asn Asn Asp Tyr Phe 
130 '135 140 

Gin Asp Asp Glu Asp Phe Gin Arg Gin His Gin Ser Lys Gly Gly Leu 
145 150 15a 1DU 

Ala Met Leu val Trp He Cys Gly Gly Gly Phe Met Sen Gly Thr Ser 
165 170 17 j 

Thr Leu Asp val Tyr Asn Ala Glu He Leu Ala Ala val Gly Asn val 
180 185 190 

He val Ala Ser Met Gin Tyr Arg val Gly Ala Phe Gly Phe Phe Tyr 
195 200 205 

leu ser P^o Tyr Leu Asn Gly Arq Glu Glu Glu Ala Pro Gly Asn Val 
210 ' 215 220 

Gly Leu Trp Asp Gin Ala Leu Ala He Arg Trp Leu Lys Glu Asn Ala 
225 230 23d 240 

ivs Ala Phe Gly Gly Asp Pro Asp Leu He Thr Leu Phe Gly Glu Ser 
~ 7 245 2 50 25 5 

Ala Gly Glv ser ser val Ser Leu His Leu Leu ser pro Ala Thr Arg 
' 260 265 2/U 

Gly Leu ser His Ara Gly He Leu Gin Ser Gly Thr Ley Asn Ala Pro 
275 280 285 

Trp Ser His Met Thr Ala Glu Lys Ala Leu Ser val Ala Glu Ser Leu 
290 295 300 

He Asp Asp Cys Asn Cys Asn val Thr L.eu Leu Lys Asp Ser Pro Ser 
305 310 31d -->20 

spr val Met His cys Met Arq Asn Val Asp Ala Lys Thr He ser val 
325 330 335 

Gin Gin Trp Asn ser Tyr Ser Gly He Leu Gly Phe Pro Ser Ala Pro 
340 345 

Thr lie Asp Glv val Phe Met. Thr Ala Asp Pro Met Thr Met Leu Arg 
35 5 360 36s 
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Glu Ala Asn Leu Glu Gly He Asp He Leu val Gly ser Asn Arg Asp 
370 375 5bU 

Glu Gly Thr Tvr Phe Leu Leu Tyr Asp Phe lie Asp xyr Phe Glu Lys 
335 390 395 HVJ 

Asp Ala Ala Thr Ser Leu Pro Arg Asp Lys Phe Leu Glu He Met Asn 
' 405 410 4J --> 



T 



hr He Phe Ser Lys Ala Ser Glu Pro Glu Arg Glu Ala lie He Phe 



420 



425 430 



Gin xyr Thr Gly Trp Glu Ser Gly Asn Asp Gly Tyr Gin Asn Gin Gin 
435 ' 440 445 

Gin val Gly Arg Ala Val Gly Asp His Phe Phe lie Cys Pro Thr Asn 
450 ' 455 4bU 

Glu Phe Ala Leu Gly Leu Thr Glu Gin Gly Ala ser val His Tyr Tyr 
465 470 475 4BU 

Tyr Phe Thr His Arg Thr Ser Thr Ser Leu Trp Gly Glu Trp Met Gly 
1 485 490 4y:> 

val Leu His Gly Asp Glu Val Glu Tyr He Phe Gly Gin Pro Met Asn 
500 505 

&la Thr Leu Gin Tyr Arg Gin Arg Glu Arg Asp Leu Set; Arg Arg Met 
515 520 

val Leu Ser Val Ser Glu Phe Ala Arg Ser Gly ash Pro Ala Leu Glu 
530 535 540 

Glv Glu His Trp Pro Leu Tyr Thr Lys Glu Asn Pro He Tyr Phe He 
545 550 555 >ou 

Phe Asn Ala Glu Gly Glu Asp Asp Leu Arg Gly Glu Lys Tyr Gly Arg 
565 570 

Gly Pro Met Ala Thr Ser Cys Ala Phe Trp Asn Asp Phe Leu Pro Arg 
580 585 5dU 

Leu Arg Ala Trp Ser He Pro Pro Lys Ser Ser Cys Asn Leu Leu Glu 
' 595 600 

Pro Thr ser Glv Ala Pro Val Arg Tyr val Asp lie Lys Val Leu Thr 

610 615 

pacse 124 



263365us-seq-1 ist~ 082310 (2) .txt 

val Leu Thr Val Leu lie val Leu Arg Leu Phe 
625 630 635 

<210> 140 
<211> 91 
<212> PRT 

<213> Anopheles gambiae 
<400> 140 

rhr Giu Pro Asp Asn pro Asn ser Asn Arg Asp Ala Leu Asp Lys Met 

val Gly A so Tyr His Phe Thr Cys Asn val Asn Glu Phe Ala Gin Arg 

Tyr Ala Glu Glu Gly Asn Asn Val Tyr Met Tyr Leu Tyr Thr His Arg 
3 5 40 4 3 

Ser Lys Glv Asn Pro Trp Pro Arg Trp Thr Gly val Met His Gly Asp 
" 50 ' 55 60 

Glu lie Asn Tyr val Phe Gly Glu Pro Leu Asn Pro Thr Leu Gly Tyr 
65 70 75 *>U 

Thr Glu Asp Glu Lys Asp Phe Ser Arg Lys lie 
85 90 

<210> 141 
<211> 2109 
<212> DNA 

<213> Culex pi pi ens 

atggagatcc gaggcctaat aacccgatta ctgggtccat gtcacctgcg acatctgata 60 
ctgtgcagtt tggggctgta ctccatcctc gtgaagtcgg tccattgccg gcatxatgac 120 
atcggtagtt cggtggcaca ccagctagga tcgaaatact cacaatcatc. ctcgttatcg 
tcatcctcgc aatcgtcatc gtcgttagct gaagaggcca cgctgaataa agattcagat 
gcatttttta caccatatat aggtcacgga gattctgttc gaattgtaga tgccgaatta 
ggtacattag agcgcgagca catccatagc actacgaccc ggcggegtgg cctgacgcgg 
agggagtcca gctccgatgc caccgactcg gacccactgg tcataacgac ggacaagggc 
aaaatccgtg gaacgacact ggaagcgcct agtggaaaga aggtggacgc atggatgggc 
attccgtacg cgcagccccc gctgggtccg ctccggtttc gacatccgcg accggccgaa 
agatggaccg gtgtgctgaa cgcgaccaaa ccgcccaact cctgcgtcca gatcgtggac 



accgtgttcg gtgacttccc gggggccacc atgtggaacc cgaacacacc gctctcggag 
" a * - -> - Page 125 



180 
240 
300 
360 
420 
480 
540 
600 
660 
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gactgtctgt 


acatcaacgt 


ggtcgtgcca 


cggcccaggc 


ccaagaatgc 


cgccgtcatg 


720 


ctatggatct 


tcgggggtgg 


cttctactcc 


gggactgcca 


cgctggacgt 


gtacgaccat 


780 


caqacQCtQQ 


cctcggagga 


gaacgtgatc 


gtagtttcgc 


tgcagtaccg 


tgtcgcaagt 


840 


cttgggtttc 


tcttcctcgg 


cacaccggag 


gcacccggta 


acgcggggct 


gtttgatcag 


900 


aacctggcac 


tgagatgggt 


ccgcgacaac 


atccaccggt 


tcggcggtga 


cccctcgcgg 


960 


gtcacactgt 


tcggcgagag 


cgccggagcg 


gtctcggttt 


cgctgcacct 


gctgtcggcg 


1020 


ctctcQcaqa 


acctgttcca 


gcgggccatc 


ctccagagtg 


gctccccgac 


ggccccgtgg 


1080 


acQCtaattt 


cgcgcgaaga 


agctacgctt 


agagctcttc 


gtctggccga 


ggccgtcaac. 


1140 


tqtccqcacq 


atgcgaccaa 


gctgagcgat 


gccgtcgaat 


gcctgcgaac 


caaggatccg 


1200 


aacgagctgg 


tcgacaacga 


gtggggcacg 


ctggggatet 


gcgagtttcc 


gttcgttccg 


1260 


gttgtggacg 


gagccttcct 


cgatgagaca 


ccgcagcg'tt 


cgttggccag 


cgggcgctte 


1320 


aagaaaacgg 


acatcctgac 


cggcagcaac 


accgaggagg 


gttactactt 


tatcatttac 


1380 


tatctaaccg 


agctgctcag 


gaaagaggaa 


ggggtcacgg 


taacacgcga 


ggagttccta 


1440 


raqqccqtcc 


gggaattgaa 


tccgtacgtg 


aacggtgccg 


cccggcaggc 


catcgtgttc 


1500 


naatacacQQ 


actggattga 


accggacaac 


ccgaacagca 


accgtgacgc 


gctggacaag 


1560 


«s. v. y y l \. y y y y 


attatxactt 


cacctgcaac 


gtgaacgaat 


tcgcccagcg 


gtacgccgag 


1620 


Vt t A >o 3) ^ 


acgtgttcat 


gtacctgtac 


acgcacagaa 


gcaaaggaaa 


tccctggccg 


1680 


aggtggaccg 


gcgtgatgca 


cggcgacgag 


atcaactacg 


tgtttggcga 


accgctgaac 


1740 


tcggccctcg 


gctaccagga 


cgacgagaag 


gactttagcc 


ggaaaattat 


gcgatactgg 


1800 


tccaactttg 


ccaagactgg 


caatcccaac 


ccgagtacgc 


cgagcgtgga 


cctgcccgaa 


1860 


tggcccaagc 


acaccgccca 


cggacgacac 


tatctggagc 


tgggactgaa 


cacgaccttc 




gtgggacggg 


gcccacgatt 


gcggcagtgc 


gctttctgga 


agaaatattt 


gccgcaacta 


1980 


gtagcagcta 


cotctaacct 


ccaagtaact 


cccgcgccta 


gcgtaccttg 


cgaaagcagc 


2040 


tcaacatctt 


atcgatccac 


tctacttcta 


atagtcacac 


tacttttagt 


aacgcggttc 


2100 
2109 



aagatttaa 



<2.10> 142 

<211> 623 

<212> PRT 

<213> Anopheles gamhiae 

<400> 142 

Ala Phe Phe Thr Pro Tyr He Gly His Gly Glu Ser val Arg lie I 
•J 5 10 J- 5 
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asp Ala Glu Leu Gly Thr Leu Glu His Val His Ser Gly Ala Thr Pro 
20 25 30 

Arq Arq Arg Gly Leu Thr Arg Arg Glu Ser Asn Ser Asp Ala Asn Asp 
- 35" 40 45 

Asn Asp Pro Leu val val Asn Thr Asp Lys Gly Arg He Arg Gly lie 
50 55 b0 

Thr val Asp Ala Pro Ser Gly Lys Lys val Asp Val Trp Leu Gly lie 
65 70 75 80 

pro Tyr Ala Gin Pro Pro val Gly Pro Leu Arg Phe Arg His Pro Arg 
85 90 93 

pro Ala Glu Lys Trp Thr Gly val Leu Asn Thr Thr Thr Fro Pro Asn 
100 105 110 

ser cys val Gin lie Val Asp Thr val Phe Gly Asp Phe Pro Gly Ala 
• us 120 125 

Thr Met Tro Asn Pro Asn Thr Pro Leu Ser Glu Asp Cys Leu Tyr lie 
130 135 140 

Asn val val Ala Pro Arg Pro Arg Pro l.ys Asn Ala Ala val Met Leu 
145 150 155 loO 

Trp lie Phe Gly Gly Gly Phe Tyr Ser Gly Thr Ala Thr Leu Asp val 
" 165 170 175 

Tyr Asp His Arq Ala Leu Ala Ser Glu Glu Asn val lie val val Ser 
180 185 190 

leu Gin Tyr Arq val Ala Ser Leu Gly Phe Leu Phe L.eu Gly Thr Pro 
195 200 2U5 

G^u Ala Pro Glv Asn Ala Gly Leu Phe Asp Gin Asn Leu Ala Leu Arg 
210 ' 215 * 20 

Trp Val Arg Asp Asn lie His Arg Phe Gly Gly Asp Pro Ser Arg val 
225 230 2 3 j> ^ * u 

Thr ieu Phe Glv Glu Ser Ala Gly Ala val ser val Ser Leu His Leu 
' 245 250 

Leu Ser Ala leu Ser Arg Asp Leu Phe Gin Arg Ala lie Leu Gin Ser 
260 265 2/0 
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Glv Ser Pro Thr Ala Pro Trp Ala Leu val Ser Arg Glu Glu Ala Thr 
> ' 275 280 285 

Leu Arg Ala Leu Arg Leu Ala Glu Ala val Gly Cys Pro His Glu Pro 
290 " 295 300 

ser tys Leu Ser Asp Ala val Glu Cys Leu Arg Gly Lys Asp Pro His 
305 310 315 

val Leu val Asn Asn Glu Trp Gly Thr Leu Gly He Cys Glu Phe Pro 
325 330 335 

Phe val Pro val val Asp Gly Ala Phe Leu Asp Glu Thr Pro Gin Arg 
340 345 3j0 

ser Leu Ala Ser Gly Arg Phe Lys Lys Thr Glu He Leu Thr Gly Ser 
355 360 ^65 

Asn Thr Glu Glu Gly Tyr Tyr Phe He. lie Tyr Tyr Leu Thr Glu Leu 
370 375 380 

ieu Arq lvs Glu Glu Gly val Thr Val Thr Arg Glu Glu Phe Leu Gin 
3g5 390 395 wu 

Ala Val Arq Glu Leu Asn Pro Tyr Val Asn Gly Ala Ala Arg Gin Ala 
405 410 4X3 

lie val Phe Glu Tyr Thr Asp Trp Thr Glu Pro Asp Asn Pro Asn Ser 
420 " 425 430 

Asn Arg Asp Ala Leu Asp Lys net Val Gly Asp Tyr His Phe Thr Cys 
435 440 445 

Asn val Asn Glu Phe Ala Gin Arg Tyr Ala Glu Glu Gly Asn Asn val 
" 450 455 460 

Tyr Met Tyr Leu Tyr Thr His Arg Ser Lys Gly Asn Pro Trp Pro Arg 
465 ' 470 473 480 

Trp Thr Gly val Met His Gly Asp Glu lie Asn Tyr val Phe Gly Glu 
485 490 

pro Leu Asn pro Thr Leu Gly Tyr Thr Glu Asp Glu Lys Asp Phe Ser 
500 505 510 

Arq lys He Met Arg Tyr Trp ser Asn Phe Ala Lys Thr Gly Asn Pro 
515 520 52i 
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Asm Pro Asn Thr Ala Ser Ser Glu Phe Pro Glu Trp Pro Lys His Thr 
530 535 540 

Ala His Gly Arg His Tyr Leu Glu Leu Gly Leu Asn Thr Ser Phe Val 
545 5 50 555 >w 

Glv Arc Glv Pro Arg Leu Arg Gin Cys Ala Phe Trp Lys Lys Tyr Leu 
565 570 5/5 

Pro Gin Leu val Ala Ala Thr Ser Asn Leu Pro Gly Pro Ala Pro Pro 
580 585 5yO 

ser Glu Pro Cys Glu Ser ser Ala Phe Phe Tyr Arg Pro Asp Leu He 
595 ' 600 605 

val leu Leu val Ser Leu Leu Thr Ala Thr Val Arg Phe lie Gin 
610 615 620 

<210> 143 

<211> 2 534 

<212> ONA 

<213> Anopheles garabiae 



<400> 143 
gaatgcgcat 


tgttgcgata 


gattgaattt 


ccttggttgt 


tgttgttgtt 


ggttttcttt 


60 


tgacatgttt 


gtgtgttgtt 


ttttctttct 


ctctctctct 


ctctgtggtt 


ccaacatttc 


120 


agacgcattt 


tttacaccat 


atataggtca 


cggtgagtcc 


g-tacgaatta 


tagatgccga 


180 


gttgggcacg 


ctcgagcatg 


tccacagtgg 


agcaacgccg 


cggcgacgcg 


gtctgacgag 


240 


gcgcgagtcc 


aactcgggta 


agtacgcgat 


tggaagtggg 


gggacgttta 


ccctgccgtg 


300 


tactacaatg 


cactttaccc 


ccacgcacac 


gcaceggcag 


acgcgaacga 


caacgatccg 


360 


ctggtggtca 


acacggataa 


ggggcgcatc 


cgcggcatta 


cggtcgatgc 


gcccagcggc 


420 


aagaaggtgg 


acgtgtggct 


cggcattccc 


tacgcccagc 


cgccggtcgg 


gccgttacgg 


480 


ttccgtcatc 


cgcggecggc 


cgaaaagtgg 


accggcgtgc 


tgaacacgac 


cacaccgccc 


540 


aacagctgcg 


tgcagatcgt 


ggacaccgtg 


ttcggcgact 


tcccgggcgc 


gaccatgtgg 


600 


aacccgaaca 


cgcccctgtc 


cgaggactgt 


ctgtacatta 


acgtggtggc 


accgcgaccc 


660 


cggcceaaga 


atgcggccgt 


catgctgtgg 


atcttcggcg 


gcggcttcta 


ctccggcaec 


720 


gccaccctgg 


acgtgtacga 


ccaccgggcg 


cttgcgtcgg 


aggagaacgt 


gatxgtggtg 


780 


tcgctgcagt 


accgcgtggc 


cagtctgggc 


ttcctgtttc 


tcggcacccc 


ggaagcgccg 


840 


ggcaatgcgg 


gactgttcga 


tcagaacctt 


gegctacggt 


aggtgtcttt 


gcatgggtga 


900 


atgagggtat agtattctaa cgaggtgctc 


ttxttcccat 
Page 


cacttcttgg 
129 


gagtcagctg 


960 







263365us-seq-1i st~ 
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txt 




y y y y y a *~ 


aacattcacc 


ggttcggtgg 


tgatcegteg 


cgtgtgacac 


tgttcggcga 


1020 


^ rt 1~ n c c a n i" 




tgtegctgea 


tctgctgtcc 


gccctgtccc 


gcgatctgtt 


1080 


r* r ?i g r o o o c c 


atectgeaga 


gcggctcgcc 


gacggcaccg 


tgggcattgg 


tatcgegega 


1140 


y cv ci y v. v- «> 


ctaaaatacq 


tgccagctgc 


tgctttcccc 


aaacxaccaa 


cccgcgacag 


1200 


rtrscacaac 

V.. i.. W V. ^ 


cctcttttcc 


ttcgetcttt 


tctcgctcca 


gagcactgeg 


gttggccgag 


1260 


n r n n 1~ r f 3 a r t 


cjccccscacga 


accgagcaag 


ctgagcgatg 


eggtcgagtg 


tctgcgcggc 


1320 




7* c n T n r t" n o T 

<**-y L y u *-yy i - 


caacaacgag 


tggggcaege 


teggcatttg 


cgagttcccg 


1380 


ii eg ty v*-yy 


tnntrosroo 


tgcgttcctg 


gaegagaege 


cgcagcgttc 


gctcgccagc 


1440 


999*~9 C LLL-ct 


ciy ciciy « y y 


gatcctcacc 


ggcageaaca 


eggaggaggg 


ctactacttc 


1500 


*t" »r~ ^ "fr" f '1" ^ (~ 1" 7 


V- V-: Wi V. 


gctgctgcgc 


aaggaggagg 


gcgtgaccgt 


gaegegegag 


1560 


y alj L L >w s.yt 




cgagctcaac 


ccgtacgtga 


aeggggegge 


ccggcaggcg 


1620 




agtacaccga 


ctggaccgag 


ccggacaacc 


cgaacagcaa 


ccgggacgcg 


1680 


v,. t*. y y <i ^ c* vj 




ctatcacttc 


acctgcaacg 


tgaacgagtt 


cgcgcagcgg 


1740 


1" r* n r r n pi n c i 


acjyoxaacaa 


cgtctacatg 


tatctgtaca 


cgcaccgcag 


caaaggcaac 


1800 






cgtgatgcac 


ggegacgaga 


teaactaegt 


gttcggcgaa 


1860 


r f <** "t* f™ f 
LLyL L C* V~ *~ 


rrarcctCQQ 

>w. « v- - v.. V- ^ M X J 


ctacaccgag 


gacgagaaag 


actttagcxg 


gaagatcatg 


1920 


cya t.«c *~yy t 


c T aa r t'ttnr 

v. i.aui- w i~ y v.- 


caaaaceggg 


taagtgtgtg 


tgtgtgtgtg 


tgtcaaacag 


1980 


j~ -\ _t-« n ^- +" i*~ ft. 

Cdyay uyX-Cy 


C3 ILy v. It v. iA Kl 


cgccttctxt 


cttcaacagc 


aatccaaatc 


ccaacacggc 


2040 


c. a m *~ y *~ y 


1" tTrcroacrt 

C#. Vv w V* V^T V* V* 


ggcccaagca 


caccgcccac 


ggaeggcact 


atctggagct 


2100 


tf~<\ /"t ^~ /T* "5 *> J~ 

y Cj y C C. T. v.. «<i e 




teggtegggg 


cccacggttg 


aggcagtgtg 


ccttctggaa 


2160 


n 2i i" a f f~ i~ "i~ 
ydety Lci^-\- L.t 


rrccsQCta.es 

V. V- K^V V- I- V* V>J| 


ttgeagctae 


ctgtaagtct 


cgtgcagcgc 


ttgaaatcct 


2220 


c v e e c y i.. cX i A. 


V. V. C? C^, i A Ml VI v-j 


tccaggttgc 


aataacaaat 


gtatctctct 


ctctctcacg 


2280 


tctcttttcc 


^ *5 *\ j^" ir^j 

ccaaaacayc 


gaacctacca 


gggccagcac 


cgcccagtga 


accgtgcgaa 


2340 


^ n s fi r rs r ^ t* 

y i~ cx y \~ *~ cs. l 


t"rt"t: t taccQ 


acctgatctg 


atcgtgctge 


tggtgtcgct 


gettaeggeg 


2400 


ac eg tcag at 


tcatacaata 


attactaccc 


catccatggc 


ctagttcttt 


taagctttaa 


2460 


gatagtgagg 


aacaaati'tiL't 


tcctaaccaa 


tttcccaacc 


ccctttagag 


cagaaccgag 


2520 




; gact 










2534 


ggagagatag 











<210> 144 

<211> 623 

<212> PRT 

<213> Anopheles gamhiae 

<400> 144 
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Ala Phe Phe Thr Pro Tvr lie Gly His Gly Glu ser Ala Arg lie lie 
1 5 10 15 

Asp Ala Glu Leu Gly Thr Leu Glu His val His Ser Gly Ala Thr Pro 
20 25 3U 

Arq Arg Arg Glv Leu Thr Arg Arg Glu Ser Asn ser Asp Ala Asn Asp 
35 " 40 45 

Asn Asp Pro Leu val val Asn Thr Asp Lys Gly Arg lie Arg Gly lie 
50 55 60 

Thr val Asp Ala Pro ser Gly Lys Lys Val Asp val Trp Leu Gly lie 
65 70 75 80 

Pro Tyr Ala Gin Pro Pro Val Gly Pro Leu Arg Phe Arg His Pro Arg 
85 90 9 5 

pro Ala Glu Lvs Trp Thr Gly val Leu Asn Thr Thr Thr Pro Pro Asn 
100 10 S no 

Ser Cys val Gin lie val Asp Thr val Phe Gly Asp Phe Pro Gly Ala 
115 120 125 

Thr Met Trp Asn Pro Asn Thr Pro Leu Ser Glu Asp Cys Leu Tyr lie 
130 135 140 

Asn val val Ala Pro Arg Pro Arg Pro Lys Asn Ala Ala val Met Leu 
14 5 150 155 J-bU 

rro lie Phe Glv Gly Ser Phe Tyr Ser Gly Thr Ala Thr Leu Asp val 
165 170 175 

Tyr Asp His Arg Ala Leu Ala Ser Glu Glu Asn val He val val ser 
180 185 i90 

Leu Gin Tyr Arg val Ala Ser Leu Gly Phe Leu Phe Leu Gly Thr Pro 
195 200 205 

Glu Ala Pro Gly Asn Ala Gly Leu Phe Asp Gin Asn Leu Ala Leu Arg 
210 215 220 

Trp val Arg Asp Asn lie His Arg Phe Gly Gly Asp Pro Ser Arg val 

225 230 235 

Thr Leu Phe Glv Glu Ser Ala Gly Ala val Ser val ser Leu His Leu 
' 245 250 255 
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Leu ser Ala leu ser Arg Asp Leu Phe Gin Arg Ala lie Leu Gin ser 
" 260 265 2/0 

Gly Ser Pro Thr Ala Pro Trp Ala Leu Val Ser Arg Glu Glu Ala Thr 
275 280 28b 



teu Arg Ala Leu Arg Leu Ala Glu Ala Val Gly Cys Pro His Glu Pro 
'.90 

ser Lys Leu Ser Asp Ala val Glu Cys Leu Arg Gly Lys Asp Pro His 



295 3G0 

305 ^ 310 ~" ~~ " 315 ' ' ' 320 

val Leu val Asn Asn Glu Trp Gly Thr Leu Gly He Cys Glu Phe 

325 330 3ib 



Phe val Pro val val Asp Gly Ala Phe Leu Asp Glu Thr Pro Gin Arg 



340 



345 350 



ser Leu Ala Ser Gly Arg Phe Lys Lys Thr Glu He Leu Thr Gly Ser 
355 360 36b 

ash Thr Glu Glu Gly Tyr Tyr Phe lie He Tyr Tyr Leu Thr Glu Leu 
370 375 380 

leu Arg Lys Glu Glu Gly val Thr Val Thr Arg Glu Glu Phe Leu Gin 
385 390 395 'WU 

Ala val Arg Glu Leu Asn Pro Tyr val Asn Gly Ala Ala Arg Gin Ala 
405 410 

He val Phe Glu Tyr Thr Asp Trp Thr Glu Pro Asp Asn Pro Asn Ser 
420 42b 

Asn Arg asd Ala Leu Asp Lys Met val Gly Asp Tyr His Phe Thr cys 
435 440 44 3 

Asn val Asn Glu Phe Ala Gin Arg Tyr Ala Glu Glu Gly Asn Asn val 
450 455 460 

Tyr Met Tyr Leu Tyr Thr His Arg Ser Lys Gly Asn Pro Trp Pro Arg 
465 470 47 5 

Trp Thr Gly Val Met His Gly Asp Glu lie Asn Tyr Val Phe Gly Glu 

Pro leu Asn Pro Thr Leu Gly Tyr Thr Glu Asp Glu Lys Asp Phe ser 
500 505 51U 

page 132 



263365u3-seq~list~08231G (2) ,txt 



Arq Lvs He Met Arg Tyr Trp Ser Asn Phe Ala Lys Thr Gly Asn Pro 
" 515 " 520 525 

Asn Pro Asn Thr Ala Ser Ser Glu Phe Pro Glu Trp Pro Lys His Thr 
530 535 540 

Ala His Gly Arq His Tyr Leu Glu Leu Gly Leu Asn Thr Ser phe val 

545 5 50 55 5 

Gly Arq Gly Pro Arg Leu Arq Gin Cys Ala Phe Trp Lys Lys Tyr Leu 

565 570 575 

pro Gin leu val Ala Ala Thr Ser Asn Leu Pro Gly Pro Ala Pro Pro 
580 585 ->9Q 

ser Glu Pro Cys Glu Ser ser Ala Phe Phe Tyr Arg Pro Asp Leu He 
595 600 &G 5 

val Leu Leu val Ser Leu Leu Thr Ala Thr val Arg Phe He Gin 
610 615 ^20 

<210> 145 
<211> 194 
<212> ON A 

<213> Anopheles gamhiae 
<40Q> 145 

ccgggcgcga ccatgtggaa cccgaacacg cccctgtccg aggactgtct gtacattaac 
gtggtggcac cgcgaccccg gcccaagaat gcggccgtca tgctgtggat cttcggcggc 
ggcttctact ccggcaccgc caccctggac gtgtacgacc accgggcgct tgcgtcggag 
gagaacgtga tcgt 

<210> 146 

<211> 194 

<?12> DNA 

<213> Anopheles gamhiae 



ccgggcgcga ccatgtggaa cccgaacacg cccctgtccg aggactgtct gtacattaac 
gtggtggcac cgcggccccg gcccaagaat gcggccgtca tgctgtggat cttcggcggc 
agcttctac't ccggcaccgc caccctggac gtgtacgacc accgggcgct tgcgtcggag 
gagaacgtga tcgt 



60 
120 
180 
194 



<210> 147 
<211> 194 
<212> DNA 
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<2I3> Culex pi pi ens 

ccgggggcca ccatgtggaa cccgaacaca ccgctctcgg aggactgtct gtacatcaac 60 
gtggtcgtgc cacggcccag gcccaagaat gccgccgtca tgctgtggat cttcgggggt 120 
ggcttctact ccgggactgc cacgctggac gtgtacgacc atcggacgct ggcctcggag 180 

194 

gagaacgtga tcgt 

<210> 148 

<211> 194 

<212> DNA 

<213> culex pi pi ens 



ccgggcgcga ccatgtggaa cccgaacaca cccctctcgg aggactgtct gtacatcaac 60 
gtggtcgtgc caaggccgag gcccaagaat gccgctgtca tgctgtggat ctttgggggt 
agcttctact ccgggactgc cacgttggac gtgtacgatc atcggacgct ggcctcggag 
gagaacgtga tcgt 



120 
180 
194 



60 
120 
180 
194 



<210> 149 
<211> 194 
<212> DNA 

<213> Anopheles albimanus 

ccgggggcga ctatgtggaa cccaaatacg ccactctcgg aggactgcct gtacatcaac 
gtggtggcgc cgaggcxacg gcccaagaat gctgccgtca tgctgtggat cttcggcggt 
ggcttctac.t ccggtacggc cacactggac gtgtacgatc accgggcgct cgcctcggaa 
gagaacgtta tcgt 

<210> 150 
<211> 194 
<212> DNA 

<213> Anopheles albimanus 

ccgggggcga ctatgtggaa cccaaatacg ccactctcgg aggactgcct gtacatcaac 60 
gtggtggcgc cgaggccacg gcccaagaat gctgccgtca tgctgtggat cttcggcggt 
agcttctact ccggtacggc cacactggac gtgtacgatc accgggcgct cgcctcggaa 
gagaacgtta tcgt 



ISO 
194 
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